WO (11/57276 



PCT/US01/00668 



* o s 



S o c 



s 

a. J 



I'll 



2 

CL 



I 1 I- § 

« £ 3 5 



11 

g-co 



a 

it) A 

"1 

a: Q 
o 



[si 



■ LLI Z 



250/546 



WO 01/57276 



PCT/US01/00668 



s-z ± 

o§ E 

§« ? 

IUJ 3 

z a. 



i 



: 5 ; 



I- I CO 



J? ~ UJ 

5f§! 



a) 9 .. 



251/546 



WO 01/57276 



PCT/US01/00668 




252/546 



WO 01/57276 



PCT/USO 1/00668 




9 

tn ■ 

h 



id 

I o § 

J O.U 



o,i> i 
o'l 

* r " 



iss; 



is 



'c 1 



I s . 



si 

Si 



S E 

at 

II. 



3 

14 



8 O 



8 

E tf 

g 



I 

it 



n 

So 



JO; 

IS: 



Iff; 

CO M 

i|g i 



! S 



253/546 



WO 01/57276 PCT/US01/U0668 




254/546 



WO 01/57276 



PCT/US0 1/00668 



x 



I 

CO 

a> 
c 
o 

CQ 

CD 

io 

o * 

eft 



O 
0_ 



8 2 

3.H 



O P- 



Q." 

CO 5 \ 

111 



to s? « 

;£ CO 

a S? S 



> oj O 

CO > h- 

00:5 

I— . H 

oc »- e 



hi 

las 

A £2 S 



18 



pa- 
HI 

CL t-~ - 
tt £ « 
> S CO 

ill 

1*8 

g > i- 

1 -2 

2 fc 

c CO > 



> to 

to 3- 

Ql > 

O £ 



§> > 

E ac QZ 
3 o o 

Il-h 



5ji 

O.X L 

-' § S 

ti .2 < 



.ol 3 



J *i UJ 

"B £ 3 > 
S 



5_ 
II 



o 



• Q 

!p9 



255/546 



WO 01/57276 



PCT/USO 1/00668 




256/546 



WO 01/57276 PCT/US01/00668 




257/546 



WO 01/57276 



PCT/USO 1/00668 




258/546 



WO 01/57276 



PCT/USO 1/00668 



0) 

c 

o 

CO 
c 

o * S 

lO J3 S" 
^ « UJ 



e 

Q. 



I 

Si 

!* ! 



Hi 



ill J 



:§1 ; 



ill 
ill: 



Is 



3 5 
5 t- 



CO 3 



o r 

K < 

3 a: 

: g 3 j 



59 
to 

< z : 



il 
is 



I: 



J z 

51 



5 o 

IN O 



! Si 

Hi 

: q- i 

: a * 




If 



a 

uj 6 



or Q 

O 



Sag 

uj ui z 



259/546 



WO 01/57276 



PCT/U SO 1/00668 




260/546 



WO 01/57276 



PCT/USO 1/00668 




261/546 



WO 01/57276 



PCT/USO 1/00668 



CM £ % 
CM CD ^ 



S 

a. 



V) 



1£5* 



£ Q 
o 



S a 9 



9; 

§ (5 

o 

_l 

o 

II 

ID 

V> a: 

§1 

CO 

T~ UJ 

Is 

•fro: 



f - 



i s ; 
§ s 



■s i 



u 



i 

M 

a g 

Lfi- 

Se f 

■5? 

I 

— a. 



i 



is : 

8,1: 



ti 



S3 £ < 



■8 a o 



262/546 



WO 01/57276 



PCT/USO 1/00668 




263/546 



WO 01/57276 



PCT/US01/00668 




264/546 



WO 01/57276 PCT/US01/00668 



3 



Top Hit Descriptor 


PM4-BT0724-150400-004-d11 BT0724 Homo sapiens cDNA | 


Human lambda-immunoglobulin constant region complex (germline) | 


Human mRNA for integrin afpha subunft, complete cds | 


in 

f 

o 
E 
o 
X 
N- 

O 

z 
m 

CM 

5 

rsi 

O 

! 


QV0-BN01 47-290400-21 4-fl 2 BN0147 Homo sapiens cDNA | 


Homo sapiens CTCL tumor antigen se20-1Q mRNA, partial cds | 


Human lambda-immun oglobulln constant region complex (germline) | 


tg92g03.x1 NCI_CGAP_CLL1 Homo sapiens cDNA done 1MAGE:21 16276 3' similar to contains Alu 
repetitive element; 


Human aconitate hydratase (AC02) gene, exon 7 I 


Homo sapiens chromosome 21 segment HS21 C078 | 


Homo sapiens chromosome 21 segment HS21C010 | 


Homo sapiens chromosome 21 segment HS21C010 I 


QV3-DT0043-090200-080-C06 DT0043 Homo sapiens cDNA | 


QV3-DT0043-090200-080-C06 DT0043 Homo sapiens cDNA | 


RETROVIRUS-RELATED POL POLYPROTEIN [CONTAINS: REVERSE TRANSCRIPTASE ; 
ENDONUCLEASE] 


CM1-ST0181-091 199-035-f08 ST0181 Homo sapiens cDNA | 


qq93c05.x1 Soares_tota)_retus_Nb2HF8_9w Homo saptens cDNA clone IMAGE:1938920 3' similar to 
contains MER29.b2 MER29 repetitive element ; 


Homo sapiens tetamerase reverse transcriptase (TERT) gene, exons 1-6 | 


b12056t Testis 1 Homo sapiens cDNA clone b12056 | 


Rattus norvegicus putative four repeat ion channel mRNA, complete cds | 


Rattus norvegicus putative four repeat ion channel mRNA, complete cds | 


ht09g01.x1 NCI_CGAP_KId13 Homo sapiens cDNA clone IMAGE:3 146256 3' similar to contains MER29.b3 
MER29 repetitive element ; 


Homo sapiens mRNA for KIAA1 1 43 protein, partial cds ] 


Homo sapiens mRNA for KIAA1 143 protein, partfal cds | 


TRANSCRIPTION FACTOR AP-2 | 


CMO-CT0307-3101 00-1 58-h03 CT0307 Homo sapiens cDNA I 


HSC23F051 normalized infant brain cDNA Homo sapiens cDNA clone c-23f05 [ 


RC5-HT0582-1 1 0400-01 3-H08 HT0582 Homo sapiens cDNA | 


IL2-NT0101-280700-1 1 6-E04 NT0101 Homo sapiens cDNA | 


Homo sapiens Y-Iinked zinc finger protein (ZFY) gene, complete cds | 


Top Hit j 
Database 
Source 


EST_HUMAN | 


NT 


NT | 


ESTJHUMAN | 


EST_HUMAN | 


NT | 


NT | 


ESTJHUMAN 


NT 


NT | 


NT | 


NT 


EST HUMAN | 


EST HUMAN | 


SWISSPROT 


ESTJHUMAN | 


EST HUMAN 


NT | 


ESTJHUMAN | 


NT | 


NT | 


EST HUMAN 


NT | 


NT ] 


SWISSPROT | 


EST_HUMAN | 


z 

I 

h- 
w 

lil 


ESTJHUMAN | 


EST_HUMAN | 


IN 


Top Hit Acession 1 
No. 


BE001 133.1 \ 


X51 755.1 ! 


D25303.1 | 


BE008026.1 | 


BE008026.1 | 


AF1 77227.1 | 


X51 755.1 | 


AI399992.1 


U87931 1 | 


AL1 63278.2 | 


AL1 6321 0.2 | 


AL1 63210.2 | 


AW937471.1 | 


s 

< 


P11369 


AW81 2488.1 | 


AI338551.1 


AF1 28893.1 | 


T1 8862.1 | 


AF078779.1 | 


AF078779.1 | 


BE350127.1 


3 

< 


AB032969.1 | 


P34056 | 


AW857315.1 | 


F08688.1 | 


BE1 75877.1 | 


BE765232.1 | 


AF1 141 56.1 | 


Most Similar 
(Top) Hit 
BLAST E 
Value 
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CM 
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Expression 
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to 
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0.74 
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8 
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CO 
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CN 

ci 


CO 

o 
ci 


2.03 1 


1.79 1 


1.79| 


0.55 


to 

CM' 


4.51 


1.03 1 


SO 


0.52| 


t 

V 
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2.18 


0.52| 


0.52l 


5.69 1 


1.57| 


3.03| 


5.36| 


11.19| 


6.11| 


ORF SEQ 
ID NO: 






27802 1 


29178| 


2S178| 


■ 37337 1 




29979 






37981 1 


37982| 


28185| 


28186| 


31254 


35652j 




29721] 


33793] 






| 37224 


37366| 


37367 | 


38034] 


26666| 




27482| 


28738j 


28909] 


Exon 
SEQ ID 
NO: 


14550 


14804 


14817 


16259 


16259 


23825| 


14604 1 


17079 


25746] 


24186| 


24432] 


24432 | 


15169| 


15169| 


18367 




14196 


16812] 


20436 | 


21 253 | 


21788| 


23721 


23852 | 


23852 | 


24482] 


13739] 


141301 


14508 1 


15721) 


159881 


Probe 
SEQ ID 

NO: 


| 1518 


| 1571 


| 1788 


| 3204 


| 4791 


[ 10905| 


| 13054| 


| 4041 1 


[ 5310| 


I 11233| 


[ 11489| 


11489| 


I 2153| 


| 21531 


7035 


9256 1 


1154| 


[ 3770 1 


1 

1-. 


8284 1 


8831 1 


10800 


10932) 


10932 | 


11541| 


<D 
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2930 1 
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Top Hit Descriptor 


EST84555 Colon adenocarcinoma IV Homo sapiens cDNA 5' end { 


tn 
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hw05a11.x1 NCl_CGAP_l_u24 Homo sapiens cDNA clone IMAGE:3182012 3' | 


Homo sapiens V1 -vascular vasopressin receptor AVPR1 A gene, promoter region and partial cds | 


Homo sapiens V1-vascular vasopressin receptor AVPR1 A gene, promoter region and partial cds | 


601304125F1 NIH_MGC_21 Homo sapiens cDNA clone IMAGE:3638310 5' | 


Human lambdaH'mmunoglobulin constant region complex (germllne) I 


Homo sapiens calcium channel alphalE subunit(CACNAIE) gene, exons 7-49, and partial cds, alternatively 
spliced 


Homo sapiens MHC class 1 region | 


ht09g01 .xl NCI_CGAP_KId13 Homo sapiens cDNA clone IMAGE:3146256 3' similar to contains MER29.b3 
MER29 repetitive element ; 


AU119105 HEMBA1 Homo sapiens cDNA clone HEMBA1005050 5' j 


RC5-BT0377-091299-031-D12 BT0377 Homo sapiens cDNA | 


601433087F1 NIH_MGC_72 Homo sapiens cDNA clone IMAGE:3918524 5' | 


Homo sapiens type 1 DNA topolsomerase gene, exon 8 | 


Homo sapiens type 1 DNA topolsomerase gene, exon 8 | 


7k06f04.x1 NCI_CGAP_GC6 Homo sapiens cDNA clone IMAGE:3443479 3' similar to TR:Q13537 Q13537 
SIMILAR TO POGO ELEMENT. ;contains L1.M L1 repetitive element ; 


Homo sapiens Xq pseudoautosomal region; segment 1/2 | 


POLYPEPTIDE N -ACETYLGALACTOSAMI NYLTRANS FERASE (PROTEIN-UDP 
ACETYLGALACTOSAMINYLTRANSFERASE) (UDP-GALNAC:POLYPEPTIDE. N- 
ACETYLGALACTOSAMINYLTRANSFERASE) (GALNAC-T1 ) 


Homo sapiens chromosome 21 segment HS21 C080 . | 


Homo sapiens SET domain and mariner transposase fusion gene (SETMAR) mRNA | 


Rattus norveglcus GTP-binding protein REM2 (Rem2) mRNA, complete cds [ 


Homo sapiens SEC63, endoplasmic reticulum translocon component (S. cerevlsiae) like (SEC63L), mRNA 


Homo sapiens NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 8 (19kD, ASHI) (NDUFB8) mRNA 


Homo sapiens hypothetical protein FLJ10842 (FLJ10842), mRNA | 


Homo sapiens chromosome 21 segment HS21 C006 | 


Horse mRNA for ferritin L-chaln, complets cds j 


zu06d04.rl Soares_testis_NHT Homo sapiens cDNA clone IMAGE:731047 5' | 


Top Hit 
Database 
Source 


ESTJ-IUMAN | 


EST_HUMAN | 


EST_HUMAN | 


NT | 


NT | 


ESTHUMAN | 


NT I 


NT 


NT | 


EST HUMAN 


EST_HUMAN j 


EST_HUMAN | 


EST_HUMAN | 


NT | 


NT | 


EST HUMAN 


NT | 


SWISSPROT 


NT 


NT | 


NT | 


NT 


NT 


NT | 


NT | 


NT | 


EST_HUMAN | 


TopHitAcesslon 
No. 


AA372337.1 | 


BE326517.1 | 


BE326517.1 | 


AF208541.1 | 


AF208541.1 I 


BE408611.1 | 


X51 755.1 | 


AF223391.1 


AF055066.1 | 


|BE350127.1 


AU1 19105.1 | 


AW 372868.1 | 


BE894488.1 j 


M60694.1 | 


M60694.1 j 


BF056540.1 


AJ271 735.1 | 


Q 10473 


AL1 63280.2 | 


5730038 


o 

IX 

< 


6005871 


4826853 


11420329| 


AL1 63206.2 | 


D14523.1 


AA421242.1 ! 


Most Similar 
(Top) Hit 
BLAST E 
Value 
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3.0E-31 j 


3.0E-31] 
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CO 
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1 99| 


CM* 
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7.57 


o 
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2.83 1 
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CO 
CM - 


1.46 


3.45I 
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2.09 1 


1.98 


0.43I 


CO 

O) 
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1.281 
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4.66] 
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CO 
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Exon 
SEQ ID 

NO: 


137741 


156721 


156721 


217121 


217121 


22565 1 


25366 1 


16734 


214611 


■ 21642 


240501 


251271 


25764 I 


132951 


132951 


21755 


13665! 


14647 


14861 


15792 


23820 


15603 


20525 




21469 


22866 


23881 


Probe 
SEQ ID 

NO; 


CM 
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9621 1 


127111 
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CO 
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1 123251 


I 124561 
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| 10961 1 
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Top Hit Descriptor 


Homo sapiens myeloid/lymphoid or mixed-tineage leukemia (trifhorax (Drosophila) homolog); translocated to, 4 
(MLLT4) mRNA 


601 1 56285F1 NIH_MGC_21 Homo sapiens cDNA clone 1MAGE:3139701 5' | 


601173631F1 NIH_MGC_17 Homo sapiens cDNA clone IMAGE:35291 59 5' | 


Human cell 12-llpoxygenase mRNA, complete cds | 


H .sapiens mRNA for myosin I 


H .sapiens mRNA for myosin | 


zn66c08.r1 Stratagene HeLa cell s3 937216 Homo sapiens cDNA clone IMAGE:563150 5' | 


zn66c08.rl Stratagene HeLa cell s3 937216 Homo sapiens cDNA clone IMAGE:563150 5' | 


AV736449 CB H omo sapiens cDNA clone CB FBI A08 5' | 


AV736449 CB Homo sapiens cDNA clone CBFB1A08 5' | 


601573207F1 NtH_MGC_9 Homo sapiens cDNA clone IMAGE;3834433 5' | 


Homo sapiens chromosome 1 1 open reading frame 9 (C1 1 0RF9), mRNA | 


nw21g02.s1 NCI_CGAP_GCBO Homo sapiens cDNA clone !MAGE:1241138 3' slmUar to contains THR.t3 
THR repetitive element ; 


hw07c05.x1 NCI„CGAP_Lu24 Homo sapiens cDNA clone 1MAGE:3182216 3' similar to TR.088539 088539 
WW DOMAIN BINDING PROTEIN 11.; 


Homo sapiens calcium channel alphalE subunit (CACNA1 E) gene, exons 7-49, and partial cds, alternatively 
spliced 


602021164F1 NCI_CGAP_Brn67 Homo sapiens cDNA clone IMAGE:4156670 5' | 


Homo sapiens chromosome 21 segment HS21 C080 I 


Homo sapiens short-chain alcohol dehydrogenase family member (HEP27) mRNA | 


Homo sapiens short-chain alcohol dehydrogenase family member (HEP27) mRNA | 


to12b09.x1 NCI_CGAP_Ut2 Homo sapiens cDNA clone IMAGE.21 78809 3' similar to contains OFR.tl OFR 
repetitive element ; 


AV730056 HTF Homo sapiens cDNA clone HTFAVE06 5' I 


AV730015 HTF Homo sapiens cDNA clone HTFANF08 5* ] 


EST383396 MAGE resequences, MAGL Homo sapiens cDNA . | 


Human hLRP mRNA for leukocyte common antigen-related peptide (protein-tyrosine phosphate) (EC I 
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1 

s 


EST383657 MAGE resequences, MAGL Homo sapiens cDNA ] 


no16h01.s1 NCI_CGAP_Phe1 Homo sapiens cDNA clone IMAGE: 1100881 3' similar to contains Ll.tl L1 
repetitive element ; 


Top Hit 
Database 
Source 


NT 


ESTJHUMAN | 


ESTJHUMAN | 


NT | 


NT | 


NT | 


EST_HUMAN | 
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NT 
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Top Hit Acessl 
No. 


5174! 


BE279086.1 


BE295613.1 


to 

in 
co 
2 


Z38133.1 


Z38133.1 


AA1 14294.1 


AA1 14294.1 


AV736449.1 


AV736449.1 


BE743299.1 


11439 


AA720574.1 


BE327112.1 


AF223391.1 


BF347229.1 


AL1 63280.2 


5031 


5031 


AI590115.1 


AV730056.1 


AV730015.1 


AW971 307.1 




X54890.1 


BF347229.1 


,AW971 568.1 


AA601416.1 


Most Similar 
(Top) Hit 
BLAST & 
Value 
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9.0E-33I 


9.0E-33| 


7.0E-33I 


7.0E-33I 
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7.0E-33 


7.0E-33 


7.0E-33 


7.0E-33 


Expression 
Signal 


3.46 


4.33 1 


0.97| 


0.87 1 


CO 


CO 


2.19] 


2.19] 


4.17| 


4.171 


1.07] 


6.73 1 


6.78 


r». 

lO 


3.43 


1.821 


4.08| 


oi 


oj 


2.43 


7.82| 


1.621 


16.32 


1.07 


2.89 


2.65 


3.85 


ORF SEQ 

ID NO: 


31284 




30827] 


32690] 


32959] 


32960 | 


35006] 


35007| 


31683] 


31684| 




33289 


35334 






35532 




8 
8 

CM 


66093 


28206 




27719 






37664 


38071 


31819 


Exon 
SEQ ID 
NO: 


18336 


255171 


17935 




19682 


196821 


215891 


21589] 


2 5589 I 


8 
to 
to 

CM 


16167 


19991 


21909 


16540 


19620 


22106 


24110| 


131821 


13182 


15185 


15654 


14737 


16310 


22264 


24134 


24516 


25182 


Probe 
SEQID 
NO: 


12786 


1 12937] 


4918 


! 6381 1 


6624 


1 6624 | 


8621 


8621 1 


13049| 


' 13049 


i 3110 


I 7256 


8943 


3493 


6560 


9140 


I 11150j 


CO 
CO 


CO 
(O 


2169 


2657! 


2841 


3256 


9298 


11178 


11578 


12409 
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WO 01/57276 
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to 



Top Hit Descriptor 


Homo sapiens chromosome 21 segment HS21 C085 I 


HSPD21201 HM3 Homo sapiens cDNA clone S4000107H06 | 


HSPD21201 HM3 Homo sapiens cDNA clone S4O00107H06 | 


Human glyceraldehyde-3-phosphate dehydrogenase (GAPDH) gene, complete cds I 


Homo sapiens similar to RAD23 (S. cerevlslae) homoiog B (H. sapiens) (LOC63277), mRNA | 


Mus musculus SRY-box containing gene 6 (Sox6), mRNA | 


Mus musculus SRY-box containing gene 6 (Sox6), mRNA I 


QV1 -FT0169-lG0700-271-a02 FT0169 Homo sapiens cDNA 1 


Homo sapiens solute carrier family 5 (choline transporter), member 7 (SLC5A7), mRNA | 


Homo sapiens spermidine synthase (SRM) mRNA | 


Homo sapiens spemnidlne synthase (SRM) mRNA I 


Homo sapiens chromosome 21 segment HS21 C085 I 


Homo sapiens mRNA for KIAA0699 protein, partial cds I 


zq45b06.3l Stratagene hNT neuron (#937233) Homo sapiens cDN A clone IMAGE.632627 3' similar to 
contains Alu repetitive element; 


xq33f1 1 -xl NCI_CGAP Lu28 Homo sapiens cDNA clone IMACE:2752461 3' I 


xq33f1 1 .xl NCI_CGAP_Lu28 Homo sapiens cDNA clone IMAGE:2752461 3' | 


Homo sapiens chromosome 21 segment HS21 C007 I 


Homo sapiens RAB1 , member RAS oncogene family (RAB1 ) mRNA | 


ab51b1 1.M Stratagene lung carcinoma 937218 Homo sapiens cDNA clone 1MAGE:84431 7 5' similar to 
contains Alu repetitive elementjcontains MER28.b2 MER28 repetitive element ; 


Homo sapiens chromosome 21 segment HS21 C01 0 I 


CO 
CN 

E5 
ui 
o 

i 

*> 

c 
o 
u 

< 

Z 
□ 

o 

CO 

& 

a 

3 

o 
E 
o 
I 

3 

3 I 

§ 

o 

o 
z 

1 

m 
± 


Zl71a08.r1 Stratagene colon (#937204) Homo sapiens cDNA clone I MAGE: 51 0038 5" similar to 
gb:X12671 ma1 HETEROGENEOUS NUCLEAR RIBONUCLEOPROTEIN A1 (HUMAN); 


Homo sapiens polymerase (DNA directed), alpha (POLA), mRNA j 


Homo sapiens polymerase (DNA directed), alpha (POLA). mRNA ] 


ht09g01 x\ NCI_CGAP_Kid13 Homo sapiens cDNA clone IMAGE:3146256 3' similar to contains MER29.b3 
MER29 repetitive element ; 


ht09g01x1 NCi_CGAP_Kld13 Homo sapiens cDNA clone IMAGE:31 46256 3' similar to contains MER29.b3 
MER29 repetitive element ; 


AV647851 GLC Homo sapiens cDNA clone GLCBCF09 3' ] 


ak32b12.s1 Soares_testls_NHT Homo sapiens cDNA clone IMAGE:1407647 3' similar to TR-.Q13579 
Q13579 MARINER TRANSPOSASE. ; 


Top Hit 
Database 
Source 


NT I 


EST HUMAN | 


EST HUMAN | 


NT 


NT 


NT 


NT 


ESTJHUMAN j 
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NT 
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NT 
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EST HUMAN 


EST_HUMAN | 
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NT | 


EST HUMAN 


NT 
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ESTJHUMAN 


EST HUMAN 


EST HUMAN 
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Top Hit Acesston 
No. 


AL1 63285.2 | 


F30631.1 | 


F30631.1 I 


J04038.1 I 


114291981 


6755609 


6755609I 


BF373515.1 | 


11141884| 


- 4507208! 


4507208 1 


AL163285.2 I 


AB014599.1 | 


AA189080.1 


AW 264679.1 | 


AW264679.1 I 


AL1 63207.2 | 


4758987I 


AA626621.1 


AL1 6321 0.2 


AW293349.1 


AA053053.1 


8393994) 


8393994 


BE350127.1 


BE350127.1 


AV647851.1 


AA861510.1 


Most Similar 
(Top) Hit 
BLAST E 
Value 
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ORF SEQ 
ID NO: 




32494 


32495 


35319 


35440 


l 


36770 






27933 


27934 




300151 


33166 


37027 


37028 




281671 




28574| 


30418| 


31487 


32857 1 


328581 
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Exon 
SEQ ID 

1 NO: 


16791 


§ 


19260 


21891 


22016 
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19877 


23532 
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15152 


15435 


15554 


17534 


18578 
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19595 


14135 
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15894 


23727 


Probe 
SEQ ID 
NO: 
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Top Hit Descriptor 


PM0-BNO1 67-07050 0-002-h1 2 BN0167 Homo sapiens cDNA [ 


RC1-CN0017-120200-012-e04 CN0017 Homo sapiens cDNA | 


wh12f07.x1 NCI_CGAP_Kid1 1 Homo sapiens cDNA clone IMAGE:2380549 3' | 


Homo 3apiens ribosomal protein S6 kinase, 70kD, polypeptide 1 (RPS6KB1 ) mRNA | 


Homo sapiens sema domain, seven thrombospondin repeats (type 1 and type 1-ilke), transmembrane domain 
(TM) and short cytoplasmic domain, (semaphorin) 5A (SEMA5A), mRNA 


Homo sapiens HBV associated factor (XAP4) mRNA - [ 


Rattus norveglcus putative four repeat ion channel mRNA, complete cds | 


Rattus norveglcus putative four repeat ion channel mRNA, complete cds | 


Homo sapiens serine threonine protein kinase (NDR), mRNA [ 


qg52h08jd Soares_ 1 testis_NHT Homo sapiens cDNA clone IMAGE: 1838847 3' | 


xr24e10a1 NCl_CGAP_Ut4 Homo sapiens cDNA clone IMAGE:2761098 3' similar to SW:RS5 _MOUSE 
P97461 40S RIBOSOMAL PROTEIN S5. ; 


AV731601 HTF Homo sapiens cDNA clone HTFAZE05 5* | 


Homo sapiens proteasome (prosome, macropain) subunit, alpha type, 7 (PSMA7) mRNA, and translated 
products 


Homo oaplens proteasome (prosome, macropain) subunit, alpha type, 7 (PSMA7) mRNA, and translated 
products 


wt90a1 1 .xl NCI_CGAP_GC6 Homo sapiens cDNA clone 1MAGE:2514716 3' similar to TR:Q91 929 Q91929 
ZINC FINGER PROTEIN. ; 
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Homo sapiens chromosome 21 segment HS21 C080 ] 


Homo sapiens chromosome 21 segment HS21 C080 | 


Homo sapiens plasminogen (PLG) mRNA | 
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bb79a10.y1 NIH.MGCJ0 Homo sapiens cDNA clone IMAGE:3048670 5* similar to TR:Q9Z168 Q9Z1 58 
SYNTAXIN 17. ; 
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602068604F1 NIH_MGC_58 Homo sapiens cDNA clone 1MAGE:4087738 5' ] 


Homo sapiens sorting nesdn 3 (SNX3) mRNA | 


Homo sapiens zinc finger protein 200 (ZN F200) mRNA, and translated products ] 


Top Hit 
Database 
Source 
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(Top) Hit 
BLAST E 
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ORFSEQ 

ID NO: 


35813] 


375571 


30077| 


32940] 


33135 


351181 


35715] 


35977] 


38092] 








27973 


27974 


28119 


28215] 




291111 


30845 1 


30846 1 


31117| 




28653 1 




287561 


287571 




30549] 


Exon 
SEQ ID 
NO: 


22375) 


240331 


17189] 


19665| 


19850 


21692] 


22285] 


22528] 


24535| 


134161 


13854 


14868 1 
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14974 
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15194] 
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Probe 
SEQ ID 
NO: 
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naa38f07.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE.-3258757 3' similar to TR.O75202 
075202 HOMOLOG OF RAT KIDNEY-SPECIFIC ; 


602021 164F1 NCI_CGAP_Brn67 Homo sapiens cDNA clone IMAGE:41 56670 5' | 


QV4-ST0212-120100-075-TO9 ST0212 Homo sapiens cDNA | 


7b38b05Jd NCI_CGAPJju24 Homo sapiens cDNA clone IMAGE:3230481 3' | 


no54e09.s1 NCI_CGAP_SS1 Homo sapiens cDNA clone IMAGE: 1 104520 3' similar to gb:X53741 _rna1 
FIBULIN-1 , ISOFORM A PRECURSOR (HUMAN); 


hl86c03.x1 NCl_CGAPJ_u24 Homo sapiens cDNA clone IMAGE:3008836 3' similar to gb:X14008_rna1 
LYSOZYME C PRECURSOR (HUMAN);contaJns element MER37 repetitive element ; 


hl86c03.x1 NCl_CGAPJ_u24 Homo sapiens cDNA clone IMAGE:3008836 3' similar to gb:Xl4008_rna1 
, LYSOZYME C PRECURSOR (HUMAN);contains element MER37 repetitive element ; 


| Human endogenous retrovirus RTVL-H2 I 


Homo sapiens mRNA for KIAA0622 protein, partial cds I 


Homo sapiens mRNA for KIAA0622 protein, partial cds | 


iho42a07x1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:3040020 3' | 
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'Human Ig germDne gamma-3 heavy-chain gene V region, partial cds | 
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Homo sapiens DNA for Human P2XM, complete cds I 


|Homo sapiens mitogen-activated protein kinase kinase kinase kinase 3 (MAP4K3), mRNA 1 


H. sapiens Ig lambda light chain variable region gene (7c.1 1 .2) germline; Ig-Ught-Lambda; VLambda 


H.saplens Ig lambda light chain variable region gene (7c,1 1.2) germline; Ig-Ught-Lambda; VLambda 
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| Human AD amyloid mRNA, complete cds I 


| Human AD amyloid mRNA, complete cds | 


| Human mRNA for KIAA0061 gene, partial cds | 


ne06a09,s1 NCI_CGAP_Co3 Homo sapiens cDNA done IMAGE:880408 3* similar to containc THR.b2 THR 
repetitive element ; 


Top Hit 
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Source 
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Top Hit Descriptor 


at75h09jrt Barstead cdon HPLRB7 Homo sapiens cDNA clone IMAGE:2377B89 3' simflar to TR:O60844 
060844 HOMOLOG OF RAT ZYMOGEN GRANULE MEMBRANE PROTEIN. ; 


AU 123240 NT2RM1 Homo sapiens cDNA clone NT2RM1 000978 5' | 


601 310479F1 NIH_MGC_44 Homo sapiens cDNA clone IMAGE:3632083 5' | 


Homo sapfons flmtnoacyfase 1 (ACY1 ), mRNA | 


Homo sapiens aminoacylase 1 (ACY1 ), mRNA | 


hk61 b03 jcI NCI_CGAP_Lym12 Homo sapiens cDNA clone IMAGE.3001 133 3* similar to gb:X64707 
BREAST BASIC CONSERVED PROTEIN 1 (HUMAN); 


hk61b03j<1 NCI_CGAPJ_ym12 Homo sapiens cDNA clone 1MAGE;3001133 3' similar to gb;X64707 
BREAST BASIC CONSERVED PROTEIN 1 (HUMAN); 


Homo sapiens mRNA for KIAA1 209 protein, partial cds | 


Homo sapiens mRNA for KIAA1209 protein, partial cds | 


Homo sapiens tousled-like kinase 1 (TLK1 ), mRNA | 


Homo sapiens SET domain and mariner transposase fusion gene (SETMAR) mRNA | 


Homo sapiens histtdyl-tRNA synthetase (HARS), mRNA | 
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Homo sapiens mRNA for AIE-75, complete cds | 


Homo sapiens BMX non-receptor tyrosine kinase (BMX), mRNA | 


Homo sapiens mRNA for KIAA1624 protein, partial cds \ 


Homo sapiens mRNA for KIAA1 624 protein, partial cds | 


Homo sapiens putative oncogene protein' mRNA, partial cds | 


Homo sapiens hypothetical protein FLJ11006(FU11006), mRNA ] 


zq45b06.s1 Stratagene hNT neuron (#937233) Homo sapiens cDNA clone IMAGE :632627 3' similar to 
contains Alu repetitive element; ~ 


Homo sapiens phosphodiesterase 1 A, calmodulin-dependent (PDE1A) mRNA | 


RC4-BT031 1-1 411 99-01 1-h06 BT0311 Homo sapiens cDNA | 
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AV690964 GKC Homo sapiens cDNA cbne GKCDRE12 5' J 


Homo sapiens chromosome X open reading frame 6 (CXORF6) mRNA | 


Homo sapiens chromosome X open reading frame 6 (CXORF6) mRNA | 


Homo sapiens opioid growth factor receptor mRNA, complete cds | 


hi14b12j(1 NCI_CGAP_GU1 Homo sapiens cDNA clone IMAGE:2972255 3' similar to SW:DCRB HUMAN 
P56555 DOWN SYNDROME CRITICAL REGION PROTEIN B. ; 
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ORF SEQ 
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32484| 
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Exon 
SEQ ID 
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19294 


19420 


24395 


14291| 


14291| 


16209 


16209 


13564| 


13564 1 


14529| 


14675] 


19763] 


16657| 


19251] 


20177] 


25687| 


25687 | 


22443 


22852| 


22974 


18313| 


21887| 


24255| 


14419| 


15014| 
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16477| 
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Top Hit Descriptor 

! 


Homo sapiens CTL2 gene | 


Homo sapiens MHC class 1 region | 


Homo sapiens midline 1 (Opftz/BBB syndrome) (MIDI) mRNA | 


Homo sapiens decorin D mRNA, complete cds, alternatively spliced ] 


Homo sapfens serine palmitoyi transferase, subunit II gene, complete cds; and unknown genes | 


Mus musculus mRNA for high-sulfur keratin protein, partial cds | 


AU1 24065 NT2RM2 Homo sapiens cDNA clone NT2RM2001609 5' | 


Homo sapiens TFF gene cluster for trefoil factor, complete cds [ 


Homo sapiens TFF gene cluster for trefoil factor, complete cds | 


Human HALPHA44 gene for alpha-tubulln, exons 1 -3 | 


Human HALPHA44 gene for alpha-tubulin, taxons 1-3 | 


Mus musculus keratin complex 2, gene 6g (Krt2-6g), mRNA | 


Mus musculus keratin complex 2, gene 6g (Krt2-6g), mRNA | 


Macaca mulatta cyclophilln A mRNA, complete cds j 


Homo sapiens chromosome 21 segment HS21C009 | 


Homo sapiens Xq pseudoautosomal region; segment 1/2 | 


Homo sapiens Xq pseudoautosomal region; segment 1/2 ] 


Homo sapiens RGH2 gene, retrovirus-llke element [ 


hd44e02jd Scares jgFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:29 12378 3' simflar to TR:095636 
095636 CAMP-REGULATED GUANINE NUCLEOTIDE EXCHANGE FACTOR II. ; 
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ab23g04j(5 Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:841686 3' similar to 
SW:PSMJHUMAN Q04609 PROSTATE-SPECIFIC MEMBRANE ANTIGEN ; 
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ab23g04jc5 Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:841686 3' similar to 
SW:PSM_HUMAN Q04609 PROSTATE-SPECIFIC MEMBRANE ANTIGEN ; 


ab23g04.x5 Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE.841686 3* simflar to 
SW:PSM_HUMAN Q04609 PROSTATE-SPECIFIC MEMBRANE ANTIGEN ; 


yw24g06.r1 Morton Fetal Cochlea Homo sapiens cDNA clone IMAGE:253210 5' ] 


yw24g06.r1 Morton Fetal Cochlea Homo sapiens cDNA clone IMAGE:253210 5' | 


np98e09.s1 NCI_CGAP_Lu1 Homo sapiens cDNA clone IMAGE:1 142440 3' similar to gb:X12671_ma1 
HETEROGENEOUS NUCLEAR RIBONUCLEOPROTEIN A1 (HUMAN); 


Homo sapiens PDZ-73 protein (PDZ-73/NY-CO-38), mRNA | 


AU1 38590 PLACE1 Homo sapiens cDNA clone PLACE1 008887 5* | 


Top Hit 
Database 
Source 


z 


1- 
z 


1- 
z 


j- 
z 


l- 
z 


►— 
z 


ESTJHUMAN | 


I- 
z 


I- 
z 


(- 
z 


l- 

z 


\— 
z 


i- 
z 


i- 
z 


i- 

z 


t- 
z 


i- 
z 


l- 
z 


EST HUMAN 


ESTJHUMAN | 


EST HUMAN 


ESTJHUMAN | 


z 

I 

3 

CO 
UJ 


EST HUMAN 


z 

i 

3 

i 


ESTJHUMAN | 


EST HUMAN 


t- 
z 


ESTJHUMAN | 


Top Hit Acession 
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AJ245621.1 | 


AF055066.1 | 


4557752| 


AF138303.1 | 


AF111168.2 | 
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AU 124065.1 | 


AB038162.1 | 


AB038162.1 | 
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8 
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AF023861 .1 | 
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AJ271 735.1 | 
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AW 51 1225.1 


AA744837.1 \ 
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36657| 


36658| 
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32390 


32660 1 


35407 


36086| 


36245 
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37483 I 


37484 | 


30513 


34245 1 
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239471 


138371 
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17318| 
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8 

CM 


217661 


8 


23169| 


24849| 
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xn34a03.x1 NCI_CGAP_Kid1 1 Homo sapiens cDNA clone IMAGE:2695564 3' similar to TR.Q9Z340 
Q92340 ATYPICAL PKC SPECIFIC BINDING PROTEIN. ; 


DKFZp434B2229_r1 434 (synonym: htes3) Homo saptens cDNA clone DKFZp434B2229 5' | 


DKFZp434B2229_r1 434 (synonym: htes3) Homo sapiens cDNA clone DKFZp434B2229 5' | 


UI-H-BW0-alp-b-05-0-ULs1 NCI_CGAP_Sub6 Homo sapiens cDNA clone IMAGE:272981 7 3 1 | 


Homo sapiens HSPC331 mRNA, partial cds . ] 


Homo sapiens putative DNA binding protein (M96), mRNA j 


Homo sapiens KIAA0929 protein Msx2 interacting nuclear target (MINT) homolog (KIAA0929), mRNA 


Homo sapiens KIAA0929 protein Msx2 interacting nuclear target (MINT) homolog (KIAA0929), mRNA 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 9 (SLC2A9), mRNA | 


Homo sapiens solute carrier family 2 (facilitated glucose transporter), member 9 (SLC2A9), mRNA | 


Human haptoglobin related (Hpr) geneexon 3 J 
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Homo sapiens mitogen-activated protein kinase kinase 1 (MKK4) gene, exon 4 | 


Homo sapiens ribosomal protein S6 kinase, 70kD, polypeptide 1 (RPS6KB1) mRNA | 


Homo sapiens non-kinaee Cdc42 effector protein SPEC2 (LOC56990), mRNA j 


Homo sapiens cerebral cell adhesion molecule (LOC51 1 48), mRNA | 


Homo sapiens hypothetical protein FL J1 1 042 ( FU 1 1 042), mRNA | 


Homo sapiens hypothetical protein FU1 1 042 ( FL J 1 1 042), mRNA [ 


Homo sapiens B9 protein (B9), mRNA] | 


Human ankyrin (ANK1) gene, exon 2 j | 


Homo sapiens interteukin 17 receptor (IL17R), mRNA | 


Homo sapiens chromosome 21 segment HS21 C003 | 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAM1 ) mRNA | 


Novel human gene mapping to chomosome X | 


Homo sapiens 26S proteasome-associated pad1 homolog (POH1) mRNA | 


Homo sapiens mRNA for nucleoporin 155 | 


Human Ku (p70/p80) subunit mRNA, complete ods | 


Human Ku (p70/p80) subunit mRNA, complete ods ] 


Homo sapiens RNA binding motif protein 3 (RBM3), mRNA | 
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I ' Top Hit Descriptor 


Homo sapiens golgi autoantigen, golgin subfamily a, 5 (GOLGA5), mRNA | 


60201 9408F1 NCI_CGAP_Bm67 Homo sapiens cDNA clone IMAGE:4155121 5' | 
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EST366629 MAGE resequences, MAGC Homo sapiens cDNA | 


RC1-BT03 13-1 311 99-0 11-b09 BT0313 Homo sapiens cDNA | 


Homo sapiens killer cell lectin-like receptor subfamily G, member 1 (KLRG1), mRNA | 


Homo sapiens nuclear antigen Sp100 (SP100) mRNA | 


nt7Ba09.s1 NCI_CGAP_Pr3 Homo sapiens cDNA clone IMAGE:1 204600 similar to contains element L1 
repetitive element ; | 


au92g03.y1 Schneider fetal brain 00004 Homo sapiens cDNA clone IMAGE:2783764 5' similar to 
SW:CUL1_HUMAN Q13616 CULLIN HOMOLOG 1 ; 


H omo sapiens chromosome 21 segment HS21 C01 0 | 


wy80b1Zx1 Soares_NSF_F8_9W_OTi_PA_P_Sl Homo sapiens cDNA clone !MAGE:2552927 3' similar to 
TR:Q62084 Q62084 PHOSPHOLIPASE C NEIGHBORING ; 


nj45g09.s1 NCl_CGAP_Pr8 Homo sapiens cDNA clone IMAGE:995488 similar to gb:X53777 60S 
RIBOSOMAL PROTEIN L23 (HUMAN); 


Homo sapiens chaperonin containing Trcomplex subunit 6 (CCT6) mRNA | 


Homo sapiens syncytin precursor, mRNA, complete cds | 
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Homo sapiens alpha-tubulin mRNA, complete cds | 


601176757F1 NIH_MGCJ7 Homo sapiens cDNA clone IMAGE:3531927 5" | 
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Homo saptens non-histone chromosome protein 2 (S. cerevisiae)-like 1 (NHP2L1 ), mRNA | 
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349/546 



WO 01/57276 



PCT/US01/00668 




350/546 



WO 01/57276 



PCT/US01/00668 




351/546 



WO 01/57276 
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Top H ft Descriptor 


Homo sapiens jun dimerization protein gene, partial cds; cfos gene, complete cds; and unknown gene 


|EST380820 MAGE resequences, MAGJ Homo sapiens cDNA | 


|Homo sapiens Ran GTPase activating protein 1 (RANGAP1), mRNA | 


au75d02jf1 Schneider fetal brain 00004 Homo sapiens cDNA clone IMAGE:2782083 3' similar to gb:M37104 
ATP SYNTHASE COUPLING FACTOR 6, MITOCHONDRIAL PRECURSOR (HUMAN); 


EST96812 Testis I Homo sapiens cDNA 5" end similar to similar to C. elegens hypothetical protein, cosmid 
2K353 


In 

1 

CO 

ul 
O 

I 

ID 

5 

< 

Z 

d 

o 

S 

s. 
S 

o 

i 

X 

</) 

2 
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-a 1 
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in 
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o 
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X 

v> 

2 

z 

i 

Q. 
W 

1, 
1 

1 

TI 
(rf 

I 

in 
£ 


|Homo sapiens Inositol 1 ,3,4-triphosphate 5/6 kinase (ITPK1), mRNA | 


i 

0. 

o 

1 

£ 

1 

o 

1 

i 

£ 
I 

S 

o 

§ 

X 


au75d02.x1 Schneider fetal brain 00004 Homo sapfens cDNA clone IMAGE;2782083 3' similar to gb:M37104 
ATP SYNTHASE COUPLING FACTOR 6, MITOCHONDRIAL PRECURSOR (HUMAN); 


|Homo sapfens zinc finger protein 304 (ZNF304), mRNA | 


|Homo sapiens adaptor-related protein complex 2, beta 1 subunit (AP2B1 ), mRNA | 


|Homo sapiens adaptor-relatBd protein complex 2, beta 1 subunit (AP2B1 ), mRNA ] 


Homo sapiens ATPase, H+ transporting, lysosomal (vacuolar proton pump) non-catalytic accessory protein 
1A(110/116kD) (ATP6N1A), mRNA 


| Homo sapiens mitochondrial carrier family protein (LOC55972), mRNA | 


|Homo sapiens mitochondrial carrier family protein (LOC55972), mRNA ( 


| Homo sapiens latent transforming growth factor beta binding protein 2 (LTBP2) mRNA | 


| Homo sapiens retinaldehyde dehydrogenase 2 (RALDH2), mRNA | 


| Human cytochrome oxidase subunft Via (COX6A1P) pseudogene, complete cds | 


|Homo sapiens low density lipoproteln-related protein 2 (LRP2), mRNA | 


| Homo sapiens low density lipoprotein-related protein 2 (LRP2), mRNA | 


| Homo sapiens gene for AF-6, complete cds | 


| Homo sapiens calcium channel, voltage-dependent, alpha 2/ddta subunit 1 (CACNA2D1 ), mRNA | 


| H. sapiens mRNA for acetyl-CoA carboxylase | 


| Homo sapiens mRNA for transmebrane receptor prolan * | 


| Homo sapiens PMP69 gene, axons 3,4,5,6 & 7 | 


| Homo sapiens retinoblastoma 1 (including osteosarcoma) (RB1) mRNA I 


| Homo sapiens Synapsin III (SYN3) mRNA, and translated products j 


| Homo sapiens Synapsin III (SYN3) mRNA, and translated products | 


Top Hit 
Database 
Source 


NT 


[EST_HUMAN | 


INT | 


EST HUMAN 


EST HUMAN 


"D 
X 
1- 

w 

LU 


|EST_HUMAN | 


INT | 


INT | 


EST HUMAN 


INT | 


[NT | 


INT | 


NT 


|NT | 


INT | 


I IN] 


INT | 


INT I 


INT 1 


|NT | 


INT | 


INT | 


bp- 


INT I 


INT | 


|HT I 


|MT I 


i- 

z 


TopHitAcession 
No. 


AF1 11 167.2 


|AW968744.1 | 


| 11418177| 


AW 162232.1 


AA383416.1 


|W85947.1 | 


|W85947.1 | 


| 7657243j 


| 76572431 


AW 162232.1 


I 10190695| 


| 11425572] 


| 114255721 


4885084 


| 11419212| 


[ 11419212| 


[ 4557732| 


| 10835044| 


to 

So- 
li 


| 11 430460 j 


| 114304601 


I AB01 1399.1 | 


| 11421527| 


1X68968.1 | 


1217227.1 | 


|Y1 4320.1 ] 




| 4507332| 


| 4507332j 


c .t til. 

E X H © 


1.0E-66 


| 1.0E-66| 


| 9.0E-67| 


7.0E-67 


7.0E-67 


| 7.0E-67| 


| 7.0E-67] 


| 7.QE-67] 
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| 7.0E-67] 


| 7.0E-67| 
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| 7.0E-67| 


| 7.0E-67| 


LU 

o 

N - 


I 6.0E-67I 


| 6.0E-67] 


| 6.0E-87] 


LU 
o 
CD 


| 6.0E-67] 


| 6.0E-67| 


Expression 
Signal 


2.47 


I 1-69| 


I 2.751 


2.51 


1.23 


cn 


I 1.181 


1.02| 


1.02j 


2.78 


0.98j 


I 1.92| 


3 


1.14 


1 1.13| 


1 1.13| 


| 0.69| 


I 0.73 1 


v> 

CN 


I 1.92| 


1 1.92| 


I 1.66| 


! 1.44| 


_ 1.1B 




| 2.06] 


I 1.16| 


I 1.33| 


| 1.33| 


ORF SEQ 
ID NO: 


37767 


| 38322 1 




26425 


27386 


| 27561 | 


| 27562| 


[ 28086| 


28087 | 


26425 


| 32507| 


| 32716| 


I 32717| 


33233 


I 34216| 


| 34217] 


| 35055| 


| 35681] 


| 38458| 


CD 

§ 

CO 


! 38620 | 


| 31789| 




I 26548] 


| 26802 | 


| 27274| 


| 29156| 


■* 
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in 
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Exon 
SEQ ID 
NO: 


24240 


| 24735| 


| 251 70 1 


13493 


14416 


14590 | 


§ 


150671 


■15067) 


13493 


19273] 
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a> 


CD 
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20836] 


CO 

8 


21634] 


222 50 1 


| 24862 | 


| 25019] 


| 26019] 


| 25323] 


j 25561] 


s 

CO 


( 13855] 


| 14313] 


| 16238| 


| 16497] 
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Probe 
SEQ ID 
NO: 


11290 


| 11B53| 


1 123961 
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| 1558 | 


| 1558] 


| 2048| 


| 2048| 
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| 61991 
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I 1278| 
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Top Hit Descriptor 


| RC0-BT0522-071 299-01 1-a1 2 BTO 522 Homo sapiens cDNA J 


|RC0-BT0522-071299-01 1-a12 BT0522 Homo sapiens cDNA ] 


| Homo sapiens plakophilin 4 (PKP4), mRNA j 


| Homo sapiens plakophilin 4 (PKP4), mRNA | 


in 
w 
o 

LU 
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u 
z 
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O 

z 
8 
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|6021 41561 F1 NIH_MGC_46 Homo sapiens cDNA clone IMAGE:4302806 5' | 


(602141561 F1 NIH_MGC46 Homo sapiens cDNA clone IMAGE:4302806 5' - | 


|hz81h02.x1 NCI_CGAPJ.u24 Homo sapiens cDNA clone |MAGE:3214419 3* | 


Homo sapiens phosphatidyl nositol 4-kjnase 230 (pJ4K230) mRNA, complete cds | 


yy07a10.r1 Soares me/anocyte 2NbHM Homo sapiens cDNA clone IMAGE:270522 5' similar to 
SW:D3HI_RAT P29266 3-HYDROXYISOBUTYRATE DEHYDROGENASE PRECURSOR ; 


yy07a10.r1 Soares melanocyte 2NbHM Homo sapiens cDNA cbne IMAGE :270522 5' similar to 
SW:D3HLRAT P29266 3-HYDROXYISOBUTYRATE DEHYDROGENASE PRECURSOR ; 


|qx51h01 .xl NCI_CGAP_Pan1 Homo sapiens cDNA clone IMAGE:2004913 3' | 


| Homo sapiens hypothetical protein FLJ20758 (FU20758). mRNA | 


| Homo sapiens KIAA0193 gene product (KIAA0193), mRNA | 


(Homo sapiens KIAA01 93 gene product (KIAA0193), mRNA | 


2p45h05.r1 Stratagene HeLa eel) s3 937216 Homo sapiens cDNA clone IMAGE:612441 5' similar to 
TR:G1041293 G1041293 D2085.5 ; 


zp45h05.r1 Stratagene HeLa cell s3 937216 Homo sapiens cDNA clone IMAGE.-612441 5' eimilar to 
TR:G10412S3 G1041293 D2085.5 ; 


| Homo sapiens chromosome 21 segment HS21 C002 | 


zf48g04.M Soares retina N2MHR Homo sapiens cDNA clone IMAGE380214 5' similar to SW:GAG_HTL1A 
P03345 GAG POLYPROTEIN ; 


|yp58b04.r1 Soares fetal liver spleen 1NFLS Homo sapiens cDN A clone IMAGE:1 91 599 5* ] 


Novel human gene mapping to chomosome X | 


|Human nonmuscle myosin heavy chatn-B (MYH1 0) mRNA, partial cds | 


| Homo sapiens ADP/ATP carrier protein (ANT-2) gene, complete cds ( 


(Homo sapiens ADP/ATP carrier protein (ANT-2) gene, complete cds | 


|H, sapiens gene for schwannomin (CSS) | 


|H. sapiens gene for schwannomin (CS8) ] 


[Homo sapiens NALP1 mRNA, complete cds | 


|Human mRNA for NFl protein Isoform (neurofibromin isofomi), complete cd3 | 


|Homo sapiens cytoplasmic dynein intermediate chain 1 mRNA, complete cds | 


Top Hit 
Database 
Source 
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Top Hit Acession 
No. 


|BE071 796.1 | 


|BE071 796.1 | 


| 114309881 


| 11430988] 


|AI831 975.1 | 


IBF685233.1 | 


BF685233.1 | 


|BE502973.1 | 
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|M69181.1 | 


IL78810.1 I 


|L78810.1 ] 


1X72662.1 | 


[X72662.1 | 


IAF310105.1 | 


ID12625.1 ] 


|AF123074.1 | 
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ORF SEQ 
ID NO: 


| 27598| 


| 27599| 


| 31 970 | 


| 31971] 


n 


| 32826 1 


| 32827| 


| 36883 | 


| 26063 1 


26680 


26681 
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| 27184| 


1 27185] 
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1 27771] 
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t 29774I 


| 30010| 
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s 


I 32640 1 
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I 331671 


Exon 
SEQ ID 
NO: 
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\ 14625] 
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191 36 1 
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| 10467 1 




8 

CO 


o 

s 


CD 


] 1023| 


I 11881 


| 1188| 


1664 


1664 


I 17571 


[ 232s| 


I 


I 3833| 


J 4079] 


i 


1 


| 55931 




CO 


1 6790| 





361/546 



WO 01/57276 



PCT/USO 1/00668 




362/546 



WO 01/57276 



PCT/US0 1/00668 




363/546 



WO 01/57276 



PCT/US0 1/00668 




364/546 



WO 01/57276 PCT/USO 1/00668 




365/546 



WO 01/57276 



PCT/USO 1/00668 




366/546 



WO 01/57276 



PCT/US01/00668 



3 Q- 



35 

= nc 



8 

■ 1 



IP? 



ill 

X g 



S 5 ! 



1 i 

ill 
ill 



e 



i 

5 



5 z 

X 



S - LU 

1 12 > 



I 5 



o 



fog 



367/546 



WO 01/57276 



PCT/US01/00668 




368/546 



WO 01/57276 



PCT/US01/00668 




369/546 



WO 01/57276 



PCT/USO 1/00668 



■5. 



a ' 

o * 

° 5" g- 
«° £ uS 

(0 

a. ? 

Ol 



J = uj 
£ 1 t- ; 
to -sg - 



II: 



I 



SI 



.1 

E 1 



> s 

Q < I 
« Z 

j &I ! 



L 

11 

II 



1 W W 
1 o o 

i to 10 



O 

mi y 



*9 



£ — •■ 



370/546 



WO 01/57276 



PCT/US01/00668 



Top Hit Descriptor 


H.sapiens mRNA for HIP-I 1 


Homo sapiens DNA for amyloid precursor protein, complete cd3 I 


Homo sapiens mRNA for KIAA1019 protein, partial cds I 


Homo sapiens DNA, DLEC1 to ORCTL4 gene region, section 1/2 (DLEC1 , ORCTL3, ORCTL4 genes, 
complete cds) 


jHomo sapiens DNA, DLEC1 to ORCTL4 gene region, section 1/2 (DLEC1 , ORCTL3, ORCTL4 genes, 
complete cds) 


Homo sapiens proteasome (prosome, maoropain) subunit, beta type, 1 (PSMB1 ) mKNA 1 


jHomo sapiens proteasome (prosome, macropaln) subunit, beta type, 1 (PSMB1 ) mKNA | 


| Homo sapiens mRNA for KIAA1 168 protein, partial cda I 


Homo sapiens PLP gene I 


| Homo sapiens PLP gene I 


| Homo sapiens chromosome 21 segment HS21 C047 I 


| Homo sapiens KIAA0569 gene product (Kl AA0569), mRNA I 


| Homo sapiens mRNA for transmebrane receptor protein I 


| Homo sapiens mRNA for KIAA1 476 protein, partial cds I 


|EST13131 Thymus tumor III Homo sapiens cDNA 5' end similar to similar to ribosomal protein L3f j 


EST01132 Subtracted Hippocampus, Stratagene (cat #938205) Homo sapiens cDNA clone HHCPF91 


|no17g05.s1 NCI CGAP Phe1 Homo sapiens cDNA clone I MAGE:1 100084 3' | 


[Homo sapiens glyceraWehyde-3-phosphate dehydrogenase (GAPD), mKNA | 


|Homo sapiens gryceraldehyde-3-phosphate dehydrogenase (GAPD), mKNA | 


| Human endogenous retrovirus HERV-K-T47D 1 


wx51e07.x1 NCLCGAP_Lu28 Homo sapiens cDNA ctone IMAGE:2547204 3' similar to SW:GG9b_HUMAN 
Q08379 GOLGIN-95. .contains element MER22 repetitive element ; 


Homo sapiens epidermal growth factor receptor (avian erythroblastic leukBmia viral ^v-erb-b) oncogene 
homolog) (EGFR) mRNA 


Homo sapiens epidermal growth factor receptor (avian erythroblasbc leukemia viral (v-ero-D) oncogene 
homolog) (EGFR) mRNA 


|PT2.1 15 G11.rtumor2 Homo sapiens cDNA 3" I 


| Novel human gene mapping to chomosome 22 I 


| Novel human gene mapping to chomosome 22 I 


| Human platelet glycoprotein lib mRNA, 3' end I 


1RC6-HT0678-220500-01 1-C03 HT0678 Homo sapiens cDNA I 


Top Hit 
Database 
Source 


NT | 


NT | 


NT | 


NT 


NT 


NT I 


NT _ J 
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Int I 


NT J 


INT | 
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NT J 


lESTHUMAN | 
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|EST HUMAN , 
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| ESTJHUMAN 
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| NT 


| NT 


| ESTJHUMAN 
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X 


Y09420.1 


D87675.1 I 
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I 
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9 


AB026898.1 


45061921 


45061921 


AB032994.1 I 


AJG06976.1 I 


AJ006976.1 I 


AL163247.2 I 


I 7662183! 


IZ17227.1 I 


i 

CD 

i 


AA300378.1 


I 

2 


AA60 1493.1 


I 7669491 


I 7669491 


o 

I 

< 


AI950528.1 


4885198 


4885198 


IAI557280.1 


IAL355092.1 


|AL355092.1 


IJ02963.1 ' 


IBE711134.1 


Most Similar 
(Top) Hit 
BLAST E 
Value 


5.0E-74 


4.0E-74 


4.0E-74 


4.0E-74 


4.0E-74 


4.0E-74 


4.0E-74 


4.0E-74 


4.0E-74 


f? 

UJ 

p 

TT 


4.0E-74 


4.0E-74 


4.0E-74 


4.0E-74 


3.0E-74 


3.0E-74 


3.0E-74 


ZOE-74 


ZOE-74 


ZOE-74 


2.0E-74 




2.0E-74 


2.0E-74 


? 

Ul 

o 

CM* 


2.0E-74 


I 2.0E-74 


| 2.0E-74 


Expression 
Signal 


4.06 


1.85 


CO 

v> 


2.21 


2.21 


2.38 


2.38 


1.51 


0.91 


5.45 


1.23 


I 2.06 


0.99 


0.74 


21.61 


2.57 


2.69 


s 
8 


58.94 


C5 
Q 


1.32 


3.54 


3.54 


3.02 


CD 

cri 


3.67 


0.93 


| 2.03 


ORF SEQ 

ID NO: 


37571 


co 
c 


26867 


28002 


28003 


28120 


28121 


28175 


28459 


29076 


30018 


30504 


30554 


CD 

s 

o 

co 




36208 


37122 


in 

CD 

8 

CM 


s 


27176 


27251 


276061 


27607 


28632 


30933 


30934 


30938 


| 32174 


Exon 
SEQ ID 
NO: 


24048 


13374 


13909 


15000 


15000 


15103 


15103 


15159 


15441 


16164 


17125 


17609 


17667 


s 


21861 


22755 


23625 


14012 


14012 


14220 


14285 


14631 


14631 


15608 


18055 


18055 


18059 


| 25647 


Probe 
SEQ ID 
NO: 


11087 


B 

CM 


853 


1979 


1979 


2086 


2086 


2142 


2434 


3107 


4091 


4587 


4646 


5055 


- 8895 


9727 


10703 


8 

ca 


s 

CD 


1179 


1249 


1599 


1599 


2609 


5042 


5042 


5046 


i 

in 



371/546 



WO 01/57276 



PCT/USO 1/00668 




372/546 



WO 01/57276 



PCT/USO 1/00668 




373/546 



WO 01/57276 



PCT/USO 1/00668 
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374/546 



WO 01/57276 



PCT/US01/00668 



Top Hit Descriptor 


ztS7h03.s1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:726485 3' similar to gb;M13932 40S 
RIBOSOMAL PROTEIN S17 (HUMAN); 


601900294F1 NIH_MGC_19 Homo sapiens cDNA clone IMAGE :41 29678 5' | 


601900294F1 NIH_MGC_19 Homo sapiens cDNA clone IMAGE:41 2S67B 5' | 


ac77b08.s1 Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:868599 3' | 


Homo sapiens calcium channel alphalE subunit (CACNA1E) gene, exons 7-49, and partial cds, alternatively 
spliced 


601437130F1 NIH_MGC_72 Homo sapiens cDNA clone IMAGE:3922303 5' | 


wb30b10.x1 NCI_CGAPjGC6 Homo sapiens cDNA clone 1MAGE:2307163 3' similar to TR:075235 075235 
TRAP1 ; 


Wb30b10.x1 NCLCGAP_GC6 Homo sapiens cDNA clone IMAGE:2307163 3' similar to TR:075235 075235 
TRAP1 ; 


CO 

s 

LU 

O 

i 

u 

< 

Z 
O 

IO 

c 
« 

Q. 

s 

« 

LL 

z 

§ 

Q. 

a 
1 
a 

i 

CO 

o 
x» 

S 

a 


Human ferritin Heavy subunit mRNA, complete cds | 


Homo sapiens H factor 1 (complement) (HF1) mRNA | 


Homo sapiens H factor 1 (complement) (HF1 ) mRNA | 


Homo sapiens mediator (Sur2), mRNA | 


Homo sapiens LIM domain kinase 1 (LIMK1), mRNA | 


Homo sapiens serine/threonine kinase 2 (STK2), mRNA | 


Homo sapiens mitochondrfal carrier family protein (LOC55972), mRNA | 


Homo sapiens AIM-1 protein (LOC51 151), mRNA | 


Homo sapiens mRNA for KIAA1 544 protein, partial cds • | 


Human adenosine deaminase (ADA) gene, complete cds | 


Homo sapiens baculoviral lAP repeat-containing 6 (BIRC6), mRNA | 


Homo sapiens calcineurin binding protein 1 (KIAA0330), mRNA | 


Homo sapiens dihydrolipoamlde dehydrogenase (E3 component of pyruvate dehydrogenase complex, 2-oxo- 
glutarate complex, branched chain keto acid dehydrogenase complex) (DLD) mRNA 


Homo sapiens cAMP-speclffc phosphodiesterase 8A (PDE8A) mRNA, partial cds | 


Homo sapiens lymphocyte antigen 75 (LY75) mRNA, and translated products | 


Homo sapiens sepiapterin reductase (7,8-dihydrobiopterin:NADP+ coddoreductase) (SPR) mRNA | 


Homo sapiens sepiapterin reductase (7 1 S-dihydrobiopterin:NADP+ oxldoreductase) (SPR) mRNA [ 


601312019F1 NIH_MGC_44 Homo sapiens cDNA clone IMAGE:3658757 5' [ 


601 1 42253 F1 N[H_MGC_14 Homo sapiens cDNA clone IMAGE :3506029 5' ] 


Top Hit 
Database 
Source 


ESTJHUMAN 


ESTJHUMAN | 


ESTJHUMAN | 


ESTJHUMAN | 


!i 


EST_HUMAN | 


EST HUMAN 


EST HUMAN 


EST_HUMAN | 
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i 
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ESTJHUMAN j 


Top Hit Acession 
No. 


AA399270.1 


BF313645.1 | 


BF313645.1 | 


AA664377.1 | 


AF223391.1 


BE894192.1 | 


AI652648.1 


AI652648.1 


AA702415.1 | 


M1 2937.1 | 


4504374 | 


4504374 1 


7706724| 


11421442| 


11435215| 


11419212| 


11416961| 


AB046754.1 | 


M1 3792.1 | 


104428211 


11417862| 


5016092 


AF056490.1 | 


4505052 


4507184) 


4507184 


i 

UJ 

m 


BE273201.1 j 


Most Similar 
(Top) Hit 
BLAST E 
Value 
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r- 
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p 


1.0E-75| 


1. OE-75 1 


1. OE-75 


1.0E-75| 
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9.0E-76 


9.0E-76| 
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8.0E-76| 
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8.0E-76| 


8.0E-76I 
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8.0E-76| 
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o 

CO 
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7.0E-76| 


6.0E-76I 
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Expression 
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CO 
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CM 
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CN 
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CM 
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3 


CO 
CO 
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ORF SEQ 
ID NO: 




36179| 


36180| 




37910 


311071 


26070 


26071 




36670 | 


i 

CM 


CM 


28904) 


326061 


34049 | 


341411 


350301 


35855| 


37161) 


3751 B| 




26782 


29277 


29284I 


303111 


303121 




37469| 


Exon 
SEQ ID 
NO: 


21724 


22724J 


227241 


241821 


24372 


182321 


13166 


13166 


15432| 


231861 


139901 


13990 1 


159791 


193671 


20686| 


207651 


216071 


2241 7 | 


§ 
n 


239911 


254081 


13836 


CO 
in 

s 


x 

8 


174271 




142741 


23948 1 


Probe 
SEQ ID 
NO: 


I 8757 


97831 


97831 


112291 


11428 


124381 


s? 
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102611 


8 


s 


§ 

CM 


in 

CM 
CO 




78161 


86391 


S 

5 


I 

o 


110261 


127671 
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CO 
CO 


[ 43991 


| 4399 


| 12381 


11793| 



375/546 



WO 01/57276 



PCT/US01/00668 
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PCT/USO 1/00668 
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377/546 



WO 01/57276 



PCT/USO 1/00668 
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WO 01/57276 



PCT/USO 1/00668 
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WO 01/57276 
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* Top Hit Descriptor 
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60131 1517F1 NIH MGC„44 Homo sapiens cDNA clone IMAGE:3632909 5' | 


QV2-HTQ540-1 20900-3 58-a05 HT0540 Homo sapiens cDNA | 


a!23e05.s1 Soare3_testisJMHT Homo sapiens cDNA clone 1 343648 3' | 


CO 
CO 

s 

1 

0 

§ 

0 

< 

Z 

9 

CO 

s 

f 

0 

h- 
I 
Z 

to 

I 
id 

"3 

Sm 
0 


601581652F1 NIH_MGC_7 Homo sapiens cDNA clone IMAGE:3936061 5' | 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y* system), member 8 (SLC7A8), 
mRNA 


Homo sapiens solute carrier family 7 (cationic amino acid transporter, y+ system), member 8 (SLC7A8), 
mRNA 


Homo sapiens Y chromosome spermatogenesis candidate protein (RBM) pseudogene mRNA, partial cds 


Homo sapiens KIAA0724 gene product (K1AA0724), mRNA | 


Homo sapiens KIAA0724 gene product (KIAA0724), mRNA I 


Homo sapiens triple functional domain (PTPRF interacting) (TRIO), mRNA | 


Homo sapiens triple functional domain (PTPRF interacting) (TRIO), mRNA | 


Callithrix jacchus olfactory receptor (CJA80) gene, partial cds I 


tf58d02jc1 NCLCGAPJ3m23 Homo sapiens cDNA clone IMAGE:2103459 3' similar to SW:NUEM JHUMAN 
Q16795 NADH-UBIQUINONE OXIDOREDUCTASE 39 KD SUBUNIT PRECURSOR ; 


Homo sapiens NRD convertaae mRNA, complete cds ) 


Homo sapiens mintchromosome maintenance deficient (S. cerevlsiae) 3 (MCM3), mRNA | 


Homo sapiens mintehromosome maintenance deftcient (S. cerevislae) 3 (MCM3), mRNA j 


Homo sapiens mRNA for KIAA1 165 proton, partial cds I 


Homo sapiens mRNA for KIAA1 1 66 protein , partial cds I 


Homo sapiens mdate dehydrogenase 2, NAD (mitochondrial) (MDH2), mRNA I 


Homo sapiens mRNA for dynetn heavy chain (DNAH9 gene) j 


Homo sapiens tubby like protein 3 (TULP3), mRNA I 


Homo sapiens KIAA0941 protein (KIAA0941 ), mRNA I 


Homo sapiens dystrophin (DMD) mRNA, complete cds I 


Homo sapiens G protein-coupled receptor 51 (GPR51), mRNA 


Top Hit 
Database 
Source 


EST JHUMAN 


EST JHUMAN 


ESTJHUMAN I 


EST HUMAN I 
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i 
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ESTJHUMAN | 


NT 


NT 


NT 


NT | 


NT | 


INl 


INl 


NT | 


EST JHUMAN 


NT | 


NT 1 


NT | 


NT | 


NT 


NT | 


NT | 


NT | 


INl 


NT ' 


NT 


Top Hit Acession 
No. 


AI613480.1 


AI61 3480.1 


BE394211.1 I 


BF087405.1 I 


AA725848.1 | 


AA725848.1 I 


CO 
UJ 

m 


11433924 


11433924 


U94387.1 


•* 


11422647j 


6005921| 


6005921 | 


AF1 27882.1 | 


A1422197.1 


3 


66310941 


66310941 


AB032981 .1 | 


i 

s 
< 


11421462| 


AJ404468.1 | 


114367361 


7662393] 


M18533.1 | 


11526464 


Most Similar 
(Top) Hit 
BLAST E 
Value 


1.0E-79 


1.0E-79 


1.0E-79I 


UJ 

© 


9.OE-80I 


9.0E-80I 


9.0E-80I 


9.0E-80 
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S.OE-80 


8.0E-80I 


8.0E-80| 


8.0E-60| 
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CO 
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<¥ 
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CD 


6.0E-80I 
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6.0E-80] 
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Expression 
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0.51 


0.51 


0.73 1 


5 

CM 
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00 
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m 
°> 

CM 


2.95] 
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1.14| 


0.58 


0 


2.17! 
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1-321 


3.12| 


3.811 


0.93 


CO 
CO 

0 
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ORF SEQ 
ID NO: 


33200 


33201 


34971 


38419 


29131 


291321 


36772 


38104 


38105 




34183! 


341841 


361541 


36155| 


312421 


26913 


27655I 


283381 


28339 


30225I 


30226! 


32177 


325031 


326661 




32770 


35568 


Exon 
SEQ ID 

NO: , 


19905 


19905 


21555 


24824 


16217 


162171 


a 


24544 


24544 


0 

1 


20B06I 


208081 


226981 


to 

% 

CM 


183971 


13956 


146821 


15319 


15319 


173431 


173431 


I 


192681 


1 


19471 


§ 
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Probe 
SEQID 
NO: 


6852 


6852 


I 8587 


11944 


1 3161 


31611 


10373 


11606 


11606 


3616 


7862 


7862 


97571 


9757 


7166 
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OJ 


1 16501 


2307 


2307 


1 4314 


4314 


5899 


6194 


6355 1 
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6455 


| 9176, 



385/546 
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PCT/US01/00668 




388/546 



WO 01/57276 



PCT/USO 1/00668 
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389/546 



WO 01/57276 



PCT/US01/00668 




390/546 



WO 01/57276 



PCT/USO 1/00668 




391/546 



WO 01/57276 



PCT/US01/00668 




392/546 



WO 01/57276 



PCT/US01/00668 




393/546 



WO 01/57276 



PCT/US01/00668 




394/546 



WO 01/57276 



PCT/USO 1/00668 
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Top Hit Descriptor 


DKFZp547Jl35_rt 547 (synonym: hfbri) Homo sapiens cDNA clone DKFZp547J135 5* | 


DKFZp547J1 35_r1 547 (synonym; hfbri ) Homo sapiens cDNA clone DKFZp547J1 35 5* | 


Homo sapiens gene for AF-6, complete cd3 I 


Homo sapiens hydroxyacyi-Coenzyme A dehydrogenase/3- ketoacyi-Coenzyme A thiolase/enoyl-Coenzyme A 
hydratase (trifunctional protein), beta subunit (HADHB) mRNA 


Homo sapiens hydroxyacyi-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-Coenzyme A 
hydratase (trifunctional protein), beta subunit (HADHB) mRNA 


Homo sapiens lipopolysaccharide-binding protein (LBP) mRNA, complete cds I 


Homo sapiens lipopolysaccharide-binding protein (LBP) mRNA, complete cds I 


601 507375F1 NiH_MGC_71 Homo sapiens cDNA clone IMAGE:3908754 5' | 


Homo sapiens cell recognilfon molecule Caspr2 (KIAA086B), mRNA | 


Rattus norvegicus brain specific oortactin-blnding protein CBP90 mRNA, partial cds | 


H.sapiens gene for mitochondrial dodecenoyi-CoA delta-lsomerase, exon 3 I 


ov99b08.x1 Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1645431 3' similar to gb:M64241 QM 
PROTEIN (HUMAN); 


601676023F1 NIH_MGC_21 Homo sapiens cDNA clone IMAGE:3958853 5' | 


RC2-FN01 19-200600-01 1-g05 FN0119 Homo sapiens cDNA I 


RC2-FN01 19-200600-01 1-g05 FN0119 Homo sapiens cDNA I 


ae86a03.s1 Stratagene schizo brain S1 1 Homo sapiens cDNA clone IMAGE:971020 3' | 


to 
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a!47g03.s1 Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE:1460500 3* similar to gb:M14338 
VITAMIN K-DEPENDENT PROTEIN S PRECURSOR (HUMAN); 


Homo sapiens acetyl LDL receptor; SREC=scavenger receptor expressed by endothelial cells (SREC). 
mRNA 


Homo sapiens acetyl LDL receptor; SREOscavenger receptor expressed by endothelial ceils (SREC), 
mRNA 


PM0-LT001 9-1 90600-004-F02 LT001 0 Homo sapiens cDN A I 


Homo sapiens pre-mRNA splicing factor (PRP16) mRNA, complete cds } 
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EST96094 Testis I Homo sapiens cDNA 5' end I 


Homo sapiens chromosome 3 subtelomeric region I 


zq39e07.r1 Stratagene hNT neuron (#937233) Homo sapiens cDNA cione IMAGE:632100 5' similar to 
TR:G483915 G48391 5 RETROTRANSPOSABLE L1 ELEMENT LRE2 FROM CHROMOSOME 1Q. ; 


Top Hit 
Database 
Source 


ESTJHUMAN | 
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Top Hit Acession 
No, 
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AA382811.1 


AF109718.1 


AA1 67678.1 


Most Similar 
(Top) Hit 
BLAST E 
Value 
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2.0E-83) 
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Expression 
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1.841 
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4.91 1 


1.56 


1.56 


0.93 1 
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0.65I 
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ORF SEQ 
ID NO: 
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37750 
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27415 


274611 
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291731 
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301821 


33203 
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34038 
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34783 
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Exon 
SEQ ID 
NO: 


24224 


24224 


25429 


14443 


14443 


14486 


14486 


15662 


162531 


16922 


17302 


19907 


16850 


14333 


14333 


15414 


18328 


18692 


18837 


18837 


20671 


20896 


21377 


13777 


16084 


19301 


Probe 
SEQ ID 
NO: 


11272 
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1298 
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7714 
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3027 


6227 1 



395/546 



WO 01/57276 



PCT/USO 1/00668 
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WO 01/57276 



PCT/US01/00668 




397/546 



WO 01/57276 



PCT/US01/00668 
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WO 01/57276 PCT/US01/00668 
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WO 01/57276 



PCT/US01/00668 




400/546 



WO 01/57276 



PCT/USO 1/00668 
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WO 01/57276 
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WO 01/57276 
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\ Top Hit Descriptor 


Homo sapiens mRNA for alpha2,3-sialyltransferase ST3Gal VI, complete cds 1 


Homo sapiens mRNA for a!pha2,3-sialy1transferase ST3Gal VI , complete cds 1 


RC6-BN0276-050700-012-E02 BNQ276 Homo sapiens cDNA I 


RC6-BN0276-050700-012-E02 BN0276 Homo sapiens cDNA I 


Human L-plastin mRNA, 5" end j I 


Homo sapiens hect domain and RLD 2 (HERC2), mRNA I 


Homo sapiens sulfotransferase-related protein (SULTX3), mRNA I 


Homo sapiens double stranded RNA activated protein kinase (PKR) gene, exon 12 I 


Homo sapiens mRNA for KIAA1 399 protein, partial cds I 


Homo sapiens mRNA for KIAA1 399 protein, partial cds I 


Homo sapiens DKFZP586P1522 protein (DKFZP586P1522), mRNA I 


Homo sapiens chromosome 21 segment HS21 C009 I 


H. sapiens ECE-1 gene (exon 9) I 


H .sapiens ECE-1 gene (exon 9) ! I 


Homo sapiens DNA. DLEC1 to ORCTL4 gene region, section 1/2 (DLEC1 , ORCTL3, ORCTL4 genes, 
complete cds) ! 


Homo sapiens X-Onked anhldroitic ectodermal dysplasia protein gene (EDA), exon 2 and flanking repeat 
regions I 


Homo sapiens KIAA0063 gene product (KIAA0063). mRNA ) 


K9719F Human fetal heart, Lambda ZAP Express Homo sapiens cDNA clone K9719 5' similar to ZINC 
FINGER PROTEIN HZF1 


Homo sapiens Intersectin short isoform (ITSN) mRNA. complete cds I 


Homo sapiens intersectin short isoform (ITSN) mRNA, complete cds | 


Homo sapiens Intersectin short isoform (ITSN) mRNA. complete cds I 


Wd68h08.x1 NCl_CGAPJ_u24 Homo sapiens cDNA clone IMAGE:2336799 3' simDar to contains Alu 
repetitive demenfqcontains element MER22 MER22 repetitive element ; 


ym06b10.r1 Soares infant brain 1NIB Homo sapiens cDNA clone IMAGE :47 129 5" | 


Homo sapiens chromosome 21 segment HS21 C084 j 


602154958F1 NIH MGC 83 Homo sapiens cDNA clone IMAGE:4295775 5' | 


Homo sapiens KIAA0063 gene product (KIAA0063), mRNA | 
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|602149762F1 NIH MGC 81 Homo sapiens cDNA clone IMAGE:4290975 5' I 


Homo sapiens transforming growth factor, beta-induced, 68kD (TGFBI), mRNA | 
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Top Hit Descriptor 


Human gamma-glutamyl transpeptidase mRNA, complete cds | 
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601500405F1 NIH _MGC_70 Homo sapiens cDNA clone IMAGE:3902305 5' | 


Homo sapiens mRNA for KIAA0235 protein, partial cds 1 


Homo sapiens nucleolar protein (KKE/D repeat) (NOP56) mRNA | 


Homo sapiens mRNA for pregnancy-associated plasma protein-E (PAPPE gene) | 
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Homo sapiens phosphatidylfnosital 4-Kinase 230 (pi4K230) mRNA, complete cds | 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8) mRNA | 


Homo sapiens bone morphogenetic protein 8 (osteogenic protein 2) (BMP8) mRNA J 
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Homo sapiens promyelocytic leukemia zinc finger protein (PLZF) gene, complete cds | 


602041 882F1 NCI_CGAP_Bm67 Homo sapiens cDNA clone IMAGE:41 79429 5' | 


602041 882F1 NCI_CGAP„Brnc37 Homo sapiens cDNA clone IMAGE:41 79429 5' | 
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60157311 3F1 NIH_MGC„9 Homo sapiens cDNA done iMAGE:383431 5 5 1 | 


cS 

1 

UJ 

I 

CO 

e 
j2 
u 
< 

z 

« 

! 

X 
CO 
CD 

o 

a 
z 

« 
9 

1 

o 

1 

5 


Homo sapiens mRNA for KIAA1459 protein, partial cds I 


Macaca mulatta cyclophilin A mRNA, complete cds | 


ab10d12.s1 Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:840407 3' similar to contains 
element LTR1 0 repetitive element ; 
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602186023F1 NIH_MGC_45 Homo sapiens cDNA clone IMAGE:4310573 5' | 


Homo sapiens septin 2 (SEP2) mRNA, partial cds ) 


Homo sapiens KIAA0440 protein (KIAA0440), mRNA | 


Homo sapiens KIAA0440 protein (KIAA0440), mRNA I 


EST366636 MAGE resequences, MAGC Homo sapiens cDNA | 


EST366636 MAGE resequences, MAGC Homo sapiens cDNA | 


Homo sapiens ankyrin 2, neuronal (ANK2), transcript variant 1 , mRNA | 
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Homo sapiens glyefne receptor alpha 2 subunit (GLRA2) gene, exon 4 | 
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Top Hit Descriptor 


|601444922F1 NIH_MGC_65 Homo sapiens cDNA clone IMAGE .3848980 5' j 


[Homo sapiens familial mental retardation protein 2 (FMR2) gene, exon 20 | 


|PM4-CT0403-240700-001 -c10 CT0403 Homo sapiens cDNA | 


Homo sapiens FYVE domain-containing dual specificity protein phosphatase FYVE-DSP2 mRNA, complete 
cds 


Homo sapiens FYVE domain-containing dual specificity protein phosphatase FYVE-DSP2 mRNA, complete 
cds 


Homo sapiens caveolln-1 f-2 locus, Conligl , D7S522, genes CAV2 (exons 1 , 2a, and 2b), CAV1 (exons 1 and 
2) 
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[Homo sapiens ES-AP ublquitin-protetn llgase (UBE3A) gene, exon 4 | 
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(Homo sapiens G protein-coupled receptor, family C, group 5. member B (GPRC5B). mRNA | 


[Homo sapiens delta-6 fatty acid desaturase (FADSD6) mRNA | 
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602043384F1 NCI jCGAP_Bm67 Homo sapiens cDNA clone !MAGE:41 81037 5' | 


Homo sapiens cystic Fibrosis transmembrane conductance regulator, ATP-blnding cassette (sub-family C, 
member 7) (CFTR), mRNA 


Homo sapiens connective tissue growth factor-like protein precursor, mRNA, complete cds j 
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Homo sapiens ETS-family transcription factor EHF (EHF) mRNA, complete cds | 


yy35h1 0.r1 Soare3 melanocyte 2NbHM Homo sapiens cDNA clone IMAGE :273283 6' similar to PIR:A45773 
A45773 kdch protein, long form - fruit fly ; 


Homo sapiens similar to high-mobility group (nonhistone chromosomal) protein 4 (H. sapiens) (LOC63446), 
mRNA 
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Homo sapiens mRNA for Golgl-associated mlcrotubule-blnding protein (GMAP-21 0) | 


EST378258 MAGE resequences, MAGI Homo sapiens cDNA | 


AV708790 ADC Homo sapiens cDNA clone ADCAEE03 5' | 


AV708790 ADC Homo sapiens cDN A clone ADCAEE03 5' | 


Homo sapiens G protein -coupled receptor 48 (GPR48), mRNA | 


Homo saplerts COL4A6 gene for a6(IV) collagen, exon 23 | 
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Top Hit Descriptor 


AIM 21 370 HEMBB1 Homo sapiens cDNA clone HEMBB1 002690 5' | 


Homo sapiens Chediak-Higashi syndrome 1 (CHS1 ) mRNA | 


Zb08b12.r1 SoanBS_fetal_lung_NbHL19W Homo sapiens cDNA clone IMAGE;301439 5' similar to 
PIR:S43969 S43969 p54-beta stress-activated protein kinases - rat ; 
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602039003F1 NCI_CGAP_Bm64 Homo sapiens cDNA clone IMAGE:41 86753 5' ) 


602039003F1 NCI_CGAP_Bm64 Homo sapiens cDNA clone IMAGE:41 86753 5' | 


aa42f07.M Soares_NhHMPu_Sl Homo sapiens cDNA clone IMAGE:823621 5' | 


Homo sapiens SNF5/INI1 gene, exon 6 


Homo sapiens SNF5/INI1 gene, exon 6 | 


Homo sapiens gene for AF-6, complete cds | 


Homo sapiens deiodinase, iodothyronine, type II (DI02), transcript variant 2, mRNA | 


Homo sapiens leuclne-zipper-nke transcriptional regulator, 1 (LZTR1 ), mRNA | 


Homo sapiens leucine-zipper-fike transcrfrtional regulator, 1 (LZTR1), mRNA | 


Homo sapiens deiodinase, iodothyrontne, type II (DI02), transcript variant 2, mRNA | 


Human mRNA for inward rectifier potassium channel, complete cds | 


Human dystrobrevin (DTN) gene, exon 20 | 


Homo sapiens calcitonin receptor-like (GALCRL) mRNA ] 


Homo sapiens BA21 B mRNA for bromodomain adjacent to zinc finger domain 1 B, complete cds | 


601237545F1 NlH_MGC_44 Homo sapiens cDNA clone IMAGE:3609683 5' I 


UI-H-BI4-eos-b-05-0-Ul.s1 NCI_CGAP_Sub8 Homo sapiens cDNA clone IMAGE:3085784 3* | 


Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) (CSPG4), mRNA | 


Homo sapiens BAZ1 B mRNA for bromodomain adjacent to zinc finger domain 1 B, complete cds | 


Homo sapiens Bruton's tyrosine kinase (BTK), alpha-D-ga!actosidase A (GLA), L44-like ribosomal protein 
(L44L) and FTP3 (FTP3) genes, complete cds 


Homo sapiens pregnancy- zone protein (PZP), mRNA ] 
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Human autoimmune antigen small nuclear ribonucleopratein E pseudogene | 


ou32b10jt1 Soares^N FL_T_G B C_S 1 Homo sapiens cDNA clone IMAGE:1627963 3' similar to 
SW:N121_RAT P52591 NUCLEAR ENVELOPE PORE MEMBRANE PROTEIN POM 121 ; 


AU117812 HEMBA1 Homo sapiens cDNA clone HEMBA1002241 ff | 


Homo sapiens KIAA1 002 protein (KIAA1 002), mRNA | 


601118710F1 NIH_MGC_17 Homo sapiens cDNA clone IMAGE:3028538 5' | 
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Top Hit Descriptor 


Homo sapiens ATP-binding cassette, sub-family B (MDR/TAP), member 4 (ABCB4), transcript variant B, 
mRNA 


Homo sapiens ATP-blnding cassette, sub-family B (MDR/TAP), member 4 (ABCB4), transcript variant B, 
mRNA 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-espartate 2A (GRIN2A) mRNA | 


Homo sapiens glutamate receptor, ionotropic, N-methyl D-espartate 2A (GRIN2A) mRNA | 


6011 52078F1 NIH_MGC_19 Homo sapiens cDNA clone IMAGE:3508362 5' | 


6011 52078F1 NIH_MGC_19 Homo sapiens cDNA clone IMAGE:3608382 5' | 


601297709F1 NIH_MGC_19 Homo sapiens cDNA clone IMAGE:3627554 5' | 


601297709F1 NIH_MGC_19 Homo sapiens cDNA clone IMAGE:3627554 5" | 


RC1-FT0134-280600-021-d02 FT0134 Homo sapiens cDNA | 


Homo sapiens transmembrane protein 2 (TMEM2), mRNA | 


Human erg protein (ets-related gene) mRNA, complete cds | 


Homo sapiens RAN binding protein 7 (RANBP7), mRNA | 


Homo sapiens RAN binding protein 7 (RANBP7), mRNA | 
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hh81a09.y1 NCI_CGAP_GU1 Homo sapiens cDNA clone IMAGE:2969176 5 1 similar to TRO60327 060327 
KIAA0584 PROTEIN ; 


hh81a09.y1 NCI_CGAP_GU1 Homo sapiens cDNA clone IMAGE:2969176 5' similar to TR:O60327 O60327 
KIAA0584 PROTEIN 


601 1 05529F1 NIH _MGC_1 5 Homo sapiens cDNA clone IMAGE:2988366 5' | 


nc80b03.r1 NCI_CGAP_GC1 Homo sapiens cDNA clone IMAGE:797069 5' similar to SW:FEN1_HUMAN 
P39748 FLAP ENDONUCLEASE-1 ; 


nc80b03.rl NCI_CGAP_GC1 Homo sapiens cDNA clone IMAGE:797069 5' similar to SW :FEN1_HUMAN 
P39748 FLAP ENDONUCLEASE-1 ; 


Homo sapiens mRNA for multidrug resistance protein 3 (ABCC3) | 


Homo sapiens mRNA for multidrug resistance protein 3 (ABCC3) | 


Homo sapiens mRNA for multidrug resistance protein 3 (ABCC3) | 


yd15c01 ,s1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA done IMAGE:108288 3' similar to 
gb:A21 187 ALPHA-2-MACROGLOBULIN PRECURSOR (HUMAN);contains Alu repetitive element; 


Homo sapiens hypothetical protein FU20080 (FLJ20080), mRNA | 


Homo sapiens rhabdoid tumor deletion region protein 1 (RTDR1 ), mRNA | 


Homo sapiens minichromosome maintenance deficient (S. cerevislae) 3 (MCM3), mRNA | 
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Top Hit Descriptor 


hq54c10.x1 NCI CGAP Pan3 Homo sapiens cDNA clone IMAGE:3123186 3' similar to TR:088378 088: 
PRP4 PROTEIN KINASE HOMOLOG ; 


hq54c10.x1 NCI_CGAP_Pan3 Homo sapiens cDNA clone IMAGE:3123186 3* similar to TR:088378 088: 
PRP4 PROTEIN KINASE HOMOLOG ; 


| Homo sapiens calcium channel, voltage-dependent, alpha 1E subunit (CACNA1E) mRNA 


Homo sapiens glutathione S-transferase theta 2 {GSTT2) and glutathione S-transferase theta 1 (GSTT1) 
genes, complete cds 


|601121347F1 NIH_MGC_20 Homo sapiens cDNA clone IMAGE:2988875 5" 


|Homo sapiens synaptojanin 1 (SYNJ1), mRNA 


|Homo sapiens synaptojanin 1 (SYNJ1), mRNA 


| Homo sapiens pericentrin (PCNT) mRNA 


|Homo sapiens pericentrin (PCNT) mRNA 


|Homo sapiens protein phosphatase, EF hand calcium-binding domain 1 (PPEF1) mRNA 


Human olfactory receptor olfr17-201-1 (OR1 7-201-1) gene, olfactory receptor dfr17-32 (OR17-32) gene ai 
olfactory receptor pseudo_dfr1 7-01 (OR17-01) pseudogene, complete cds 


| Homo sapiens mRNA for KIAA0790 protein, partial cds 


|601513337F1 NIH_MGC_71 Homo sapiens cDNA clone IMAGE:3914600 5' 


EST05405 Fetal brain, Stratagene (cat#936206) Homo sapiens cDNA clone HFBEK28 similar to EST 
containing L1 repeat 


| Homo sapiens DiGeorge syndrome critical region, centromeric end 


| Homo sapiens DiGeorge syndrome critical region, centromertc end 


| Homo sapiens sodium phosphate transporter 3 (NPT3) mRNA 


|PM-BT135O70499-016 BT135 Homo sapiens cDNA 


| Homo sapiens parflai 5-HT4 receptor gene, exons 2 to 5 


qn19d04jc1 NCI_CGAP_Lu5 Homo sapiens cDNA clone 1MAGE:1 898695 3' similar to contains element 
MER26 repetitive element ; 


zc24d07.r1 Soares_senescentJlbroblasts_NbHSF Homo sapiens cDNA clone IMAGE:323245 5' similar t 
SW:MDHM_MOUSE P08249 MALATE DEHYDROGENASE, MITOCHONDRIAL PRECURSOR ; 


| Homo sapiens mRNA for- KIAA1636 protein, partial cds 


[Homo sapiens mRNA for K1AA1636 protein, partial cds 


|601302281F1 NIH_MGC_21 Homo sapiens cDNA clone IMAGE:3636784 5' 


|Homo sapiens hoct domain and RLD 2 (HERC2), mRNA 


jHomo sapiens hect domain and RLD 2 (HERC2), mRNA 


Top Hit 
Database 
Source 


EST HUMAN 


§ 

UJ 


| NT 


NT 


|EST_HUMAN 


|NT 
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|NT 
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NT 


INT I 
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INT | 
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I INl 


INT | 
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[NT j 


NT | 


Top Hit Acesslon 
No. 


BE045890.1 


BE045890.1 


! 4502528] 


AF240786.1 


[BE275502.1 j 


| 4507334] 


| 4507334| 


| 5174478| 


| 5174478j 


| 54539411 


U78308.1 


|AB018333.1 | 


i 

m 


T07515.1 


(L77570.1 | 


|L77S70.1 j 


| 5031954| 


|AI907096.1 | 


|AJ243213.1 | 


AI302062.1 


W42822.1 


8 
8 

6 

? 


AB046856.1 | 


BE408097.1 | 


5729867| 


5729867| 


Most Similar 
(Top) Hit 
BLAST E 
Value 




1. OE-115 


| 1.0E-115| 


1. OE-115 


| 1.0E-116| 


| 1.0E-116| 


| 1.0E-116| 


| 1.0E-116| 


| 1.0E-116| 


| 1.0E-116| 


1. 0E-116 


| 1.0E-116| 


I 1.0E-116| 


1.0E-116 


CD 
HI 

o 


| 1.0E-116| 


| 1.0E-116| 


i 1.0E-116| 


| 1. OE-116 1 


1. OE-116 


1. OE-116 


| 1.0E-116| 


CD 
UJ 
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UJ 

o 


CO 
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o 
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oi 
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CO 
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i 1.02] 
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| 0.66| 


| 2.89| 


| 2.89| 


I 1.86| 


1.68 


| 2.99 1 


| 3.32| 


0.95 


I 5.44| 


I 5.44 1 


| 2.36 1 


I 2.03 1 


S 
o 


! 

i 0.92 


2.18 


CO 


CO 


| 0.95 1 


1 0.73 1 


0,73 1 


ORF SEQ 
ID NO: 


38083 


36084 


| 38189] 




| 26557| 


| 26807| 




| 28044| 


| 28045| 


| 28350 | 




H 


t 28754 | 




[ 291611 


[ 29162) 


| 30318 | 


[ 30798 | 


| 311111 


31326 


32384 


| 32645| 


[ 3 2646 1 


| 32723 | 


I 

co 


! 32983 | 


Exon 
SEQ ID 
NO: 


24527 


24527 


| 24612 


25036 


| 13643 1 


§ 

M 


| 13916| 


[ 15034| 


[ 15034) 


| 15327) 


15357 


I 


15829] 


16235 


| 16244| 


! 16244 | 


17433| 


17909| 


1823S| 


ft 

s 


19169 


[ 19405| 


| 19405 1 


| 19476| 


| 19707| 


I 19707) 


Probe 
SEQ ID 
NO: 


11589 


11589 


| 11726| 


12191 


in 


O 
CO 


8 

CO 


2013 


| 201 3 | 


| 231 6| 
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8 
Si 


| 2744 I 


I 318o| 


| 3189] 


| 3189) 


| 4405] 


S> 
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| 6336] 


| 6336) 
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460/546 



WO 01/57276 



PCT/USO 1/00668 



Top Hit Descriptor 


Homo sapiens nuclear hormone receptor (shp) gene, 3' end of cds J 


Homo sapiens nuclear hormone receptor (shp) gene, 3' end of cds | 


AV71 7788 DCB Homo sapiens cDNA clone DCBBAE01 5' | 


AV71 7788 DCB Homo sapiens cDNA clone DCBBAE01 5' | 


wp86b07jc1 NCI CGAP_Brn25 Homo sapiens cDNA clone IMAGE:2468629 3' similar to TR:O75065 
075065 KIAA0477 PROTEIN. ; 


Homo sapiens neural cell adhesion molecule 1 (NCAM1 ), mRNA | 


Homo sapiens neural cell adhesion molecule 1 (NCAM1 ), mRNA , | 


< 
Z 
Q 
u 
a 

i 
I 

o 

1 
I 

1 

i 


CM-BT043-090299-075 BT043 Homo sapiens cDNA | 


Human gene for very low density lipoprotein receptor, exon 1 1 | 


601 56931 7F1 NIH_MGC_21 Homo sapiens cDNA clone IMAG&3843748 5' | 


Homo sapiens garnma-aminobutyric acid type B receptor 2 (GABABR2) mRNA, complete cds | 


Homo sapiens Drosophila Kelch like protein (DKELCHL), mRNA | 


Human mRNA for K1AA01 91 gene, partial cd3 | 


Homo sapiens protein (peptidyl-prolyl cfsVtrans (somerase) NIMA-inleracting 1 (PIN1 ), mRNA | 


Homo sapiens protein (peptidyl-prolyl cls/trans (somerase) NlMA-interacting 1 (PIN1 ), mRNA | 


Homo sapiens mRNA fa MEGF8, partial cds | 


Homo sapiens mRNA for MEGF8, partfal cds | 


601 186203F1 NIH_MGC_8 Homo sapiens cDNA clone IMAGE:3544296 5* ( 


Homo sapiens ATP-binding cassette, 3ub-famPy A (ABC1), member 3 (ABCA3), mRNA | 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 3 (ABCA3), mRNA | 


Homo sapiens mannosidase, beta A, lysosomal (MANBA) gene, and ubiquittn-conjugating enzyme E2D 3 
(UBE2D3) genes, complete cds 


Homo sapiens HSPC1 51 mRNA, complete cds | 


DKFZp434I056_r1 434 (synonym: htes3) Homo sapiens cDNA clone DKFZp434l056 5' | 


Homo sapiens hypothetical protein (DJ328E1 9.C1 .1 ), mRNA | 


Homo sapiens sine oculls homeobox (Drosophlla) homolog 1 (SIX1) mRNA | 


601281947F1 NIH J/IGC_44 Homo sapiens cDNA clone IMAGB3604019 5' | 


601281947F1 NIH_MGC_44 Homo sapiens cDNA clone IMAGE:3Q04019 5' | 


601281947F1 NIH„MGC_44 Homo sapiens cDNA clone IMAGE:3604019 5' | 


EST363799 MAGE resequences. MAGB Homo sapiens cDNA | 


Human breakpoint duster regbn (BCR) gene, complete cds | 


Human breakpoint cluster region (BCR) gene, complete cds | 


Top Hit 
Database 
Source 


NT | 


NT | 
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ESTHUMAN 


NT | 


NT | 


! 

LU 
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NT | 


NT | 


NT | 
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NT | 


NT 


NT | 


EST.HUMAN | 


NT | 
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l 

I— 

CO 
UJ 


§ 

X 

H 
CO 
111 


ESTJ-IUMAN | 


EST.HUMAN | 


NT | 


NT | 


TopHItAcession 
No. 


L76571.1 | 


L76571.1 | 


AV71 7788.1 | 


AV71 7788.1 | 


AI950145.1 


108349891 


10834989| 


AI904151.1 | 


AI904151.1 | 


D1 6524.1 | 


BE733922.1 | 


AF099033.1 | 


114202221 


D83776.1 | 


11424835| 


11424835| 


AB011541.1 | 


AB01 1541.1 | 


BE269&56.1 | 


4501B48| 


4501848| 


i 

< 


AF161500.1 | 


AL045854.1 | 


78570161 


s 

? 

in 


BE389705.1 | 


BE389705.1 | 


BE389705.1 | 


AW 951 729.1 | 


U07000.1 | 


U07000.1 | 


Most Similar 
(Top) Hit 
BLAST E 
Value 
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o 


0.63 1 


' 0.83 1 


CD 
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0.64j 


CO 
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2.17| 


1.96| 


1.96 1 


2.72 1 


2.72| 


34 .45 1 


1.76 1 


1.76| 


1.39 


o> 

CN 


1.27| 


4.46| 


1.66| 


1531 


1.93| 


1.93| 


1.55| 


2.48| 


2.48| 


ORFSEQ 
ID NO: 


34004] 


34005] 


34121 1 


341 22 | 


34691 


35042 | 


35043 | 


351 44 | 


351 45| 


36046| 


36546 1 


36713| 


37370| 


37691 | 


37850| 


37851 | 


38101| 


38102| 




38393) 


38394) 




261 09 1 


261 35 1 


26509) 


26923| 


28280| 


28281 | 


28282 | 




28760) 


28761 ] 


Exon 
SEQ ID 
NO: 


20641 | 


20641] 


20747| 


20747| 


21280 


21 622 1 


21 622 1 


21 722 | 


21 722 1 


22597 1 


23071 | 


25701 | 


238541 


24161 | 


24322 | 


24322 | 


24542| 


24542| 


24608 | 


24802) 


24802) 


25911 


13189| 


13211 1 


CO 


15854| 


15256| 


-15256| 


15256) 


15348| 


15743 1 


15743| 


Probe 
SEQ ID 
NO: 


| 7683 1 


| 7683| 


[ 7795| 


| 7795| 


8311 


| 8654 1 


| 8654 1 


| ■ 8754| 


I 8754| 


| 9654 1 


| 101 45| 


| 10306 | 


\ 10934| 




in 

!•«- 
CO 


CO 
N. 

CO 
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) 2750| 
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WO 01/57276 



PCT/US01/00668 
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WO 01/57276 



PCT/USO 1/00668 
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Top Hit Descriptor 


601307739F1 NIH_MGC_44 Homo sapiens cDNA clone IMAGE:3625544 5' ( 


601 307739F1 NIH JUGC44 Homo sapiens cDNA clone JMAGE:3625544 5' | 


601 888956F1 NIH_MGC_1 7 Homo sapiens cDNA clone IMAGE.41 22876 5' | 


AU1 33205 NT2RP4 Homo sapiens cDN A clone NT2RP4001 541 5' | 


Novel human gene mapping to chomosome 1 3, similar to rat RhoGAP | 


CM-BT043-090299-075 BT043 Homo sapiens cDNA | 


Homo sapiens mRNA for KIAA1 077 protein, partial cds | 


601 176727F1 NIH_MGC_17 Homo sapiens cDNA clone 1MAGE;3532015 5' | 


601443135F1 NIH_MGC_65 Homo sapiens cDNA clone IMAGE:3847281 5' | 


601443135F1 NlH_MGC_65 Homo sapiens cDNA clone IMAGE:3847281 5' | 


Human muscle glycogen phosphoryiase (PYGM) gene, 5'UTR and exon 1 | 


Homo sapiens caicineurin binding protein 1 (KIAA0330), mRNA | 


Homo sapiens NF2 gene | 


AU1 34963 PLACE1 Homo sapiens cDNA clone PLACE1 000899 5' | 


Homo sapiens TNF receptor-associated factor 1 (TRAF1 ) mRNA | 


Homo sapiens inositol polyphosphate-4-phosphatase, type 1, 107kD (INPP4A), epilce variant a, mRNA 


Homo sapiens Inositol polyphosphate-4-phospriatase, type 1, 107kD (INPP4A), splice variant a, mRNA 


Homo sapiens metabotropic gjutamate receptor 1 beta (mGluRl beta) mRNA, complete cds | 


Homo sapiens serine palmitoyl transferase, subunit II gene, complete cds; and unknown genes | 


Homo sapiens hHb3 gene for hair keratin, exons 1 to 9 | 


Homo sapiens hHb3 gene for hair keratin, exons 1 to 9 I 


Homo sapiens mRNA for KIAA1 337 protein, partial cds | 


Homo sapiens mRNA for K1AA1337 protein, partial cds | 


Homo sapiens adaptor-related protein complex AP-4 epsilon subunit mRNA, complete cds | 
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■8 
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H.saplen3 ECE-1 gene (exon 17) | 


Homo sapiens synaptojanin 1 (SYNJ1), mRNA | 


hu09f08.x1 NCl_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:31 661 1 9 3' | 


601 140485F1 NIH.MGC.9 Homo sapiens cDNA clone IMAGE;3049820 5' | 


Homo sapiens Xq pseudoautosomal region; segment 2/2 | 


RC3-NN0066-270400-O1 1-f02 NN0066 Homo sapiens cDNA | 


RC3-NN0066-270400-01 1-fD2 NN0066 Homo sapiens cDNA | 
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TopHitAceeston 
No. 


BE392102.1 | 


BE392102.1 | 


BF306541.1 | 


AU 133205.1 | 


AL049801.1 j 


AI904151.1 | 


AB029000.1 j 


BE296387.1 j 


BE867619.1 | 
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I 


114178621 


Y18000.1 | 


AU 134963.1 | 
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ORF SEQ 
ID NO: 


36247 1 




36505| 


36524 1 


36539| 




36846] 


37952] 


38216] 


38217] 


38436 1 


31785] 


26113| 


at 


2672ll 


28007 


28008 


28149] 


28961] 


29067] 


29068] 


29518] 


o 

i 


29646 | 


30267] 


30911] 


31067] 


31198| 


31901 | 




31230| 


31231| 


Exon 
SEQ ID 
NO: 


22795I 


22795| 


23028 1 


23044 1 


23061| 


23177| 


23358] 


24404| 


24638 1 


24638] 


i 


25318] 


13191 1 


13462| 


15848 | 


15004 


15004 


15129| 


16038 | 


16154| 


16154] 


16593| 


16593| 


16733 1 


17385| 


18026 1 


18191| 


18445| 


18737| 


20094 | 


18387| 


18387| 


Probe 
SEQ ID 
NO: 
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| 5841 1 
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| 7155| 
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1 Top Hit Descriptor 


AU118435 HEMBA1 Homo sapiens cDNA clone HEMBA1003591 5' | 


yq84a03.r1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:202444 5" similar to 
SP:YAK1_YEAST P14680 PROTEIN KINASE YAK1 ; 


Human growth hormone releasing hormone gene, exon 7 | 


Human hBRAVO/Nr-CAM precursor (hBRAVO/Nr-CAM) gene, complete cds | 


Homo sapiens heparan sulfate (glucosamine) 3-O-sulfotransferase 2 (HS3ST2), mRNA | 


Homo sapiens 2'-5'otigoadenylatB synthetase 2 (OAS2), mRNA | 


6011 5281 5F1 NIH_MGC_19 Homo sapiens cDNA clone IMAGE:3509162 5' | 
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yxS9d11.r1 Soares melanocyte 2NbHM Homo sapiens cDNA clone IMAGE:268917 5' simnarto PIR:S49611 
S49611 protein kinase PkpA - Phycomyces Wakesleeanus ; 


AU131 881 NT2RP3 Homo sapiens cDNA done NT2RP30034C9 5* | 


AU131881 NT2RP3 Homo sapiens cDNA clone NT2RP3003409 5* | 


RC4-BT031 1-2511 99-01 2-a07BT0311 Homo sapiens cDNA | 


Homo sapiens mRNA for KIAA0454 protein, partial cds [ 


Oryctolagus cuniculus New Zealand white elongation factor 1 alpha (Rabefla2) mRNA, complete cds 


Homo sapiens jerky (mouse) homolog-like (JRKL), mRNA | 


602086791 F1 NIH_MGC_63 Homo sapiens cDNA clone IMAGE:4250879 5 1 | 


602086791 F1 NIH_MGC_83 Homo sapiens cDNA clone IMAGE:4250879 5" | 


Homo sapiens T-cell lymphoma Invasion and metastasis 1 (T1AM1 ) mRNA | 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAM1 ) mRNA | 


Homo sapiens DNA for amyloid precursor protein, complete cds | 


Homo sapiens chromosome 21 segment HS21C046 | 


zt81 b04.r1 Stratagene schizo brain S1 1 Homo sapiens cDNA clone IMAGE:72871 9 5" similar to TR:G300482 
G300482 POL=REVERSE TRANSCRIPTASE HOMOLOG {RETROVIRAL ELEMENT} ; 


zt81 b04.ti Stratagene schizo brain S1 1 Homo sapiens cDNA clone IMAGE:728719 5' similar to TR:G300482 
G300482 POL=RE VERSE TRANSCRIPTASE HOMOLOG {RETROVIRAL ELEMENT) ; 


Human putative ribosomal protein S1 mRNA | 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (Tl AM1 ) mRNA | 


Homo sapiens hypothetical protein (HSPC068), mRNA | 


Homo sapiens glucose transporter 3 gene, exons 9, 1 0, and complete cds | 


Homo sapiens glucose transporter 3 gene, exons 9, 10, and complete cds ] 


Top Hit 
Database 
Source 


ESTHUMAN | 


EST_HUMAN 


NT | 
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Top Hit Acession 
No. 


AU1 18435.1 | 
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I 


U55258.1 | 
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N35841.1 


N35841.1 


AU131881.1 | 


AU131881.1 | 


AW371924.1 | 


CO 
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U09823.1 


4504806| 


BF677292.1 | 


BF677292.1 | 


4507500 | 


4507500 | 


D87675.1 | 


AL1 63246.2 | 


AA397551.1 


AA397551.1 


AF1 55654.1 | 
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Value 
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ORFSEQ 
ID NO: 


32949| 


33554 


33569| 


33721 1 


33955) 


34232] 


34244| 


34419 


34420 


34626) 


34627) 




36205| 


36253 




38499| 


38500| 


262S8| 


26289) 




26485| 


26683 


26684 


26763 | 


26816) 


26916) 


27352| 


27353 | 


Exon 
SEQ ID 
NO; 


19671 1 


20223 


20235| 


20368) 


20592| 


20847| 


20856| 


21020 


21020 


21217] 


21217| 


21847| 


22752| 


22799 


23293 | 
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13370| 


13559| 
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00 
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13960| 
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SEQ ID 
NO: 
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| 7212] 
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6880 1 


9724] 


8 

CO 


10370| 


12029| 


12029| 


8 


CO 

8 


N. 
CM 


I 


« 

CD 

CO 


CM 

s 


s 


1 


in 


| 13491 


| 1349) 



468/546 



WO 01/57276 



PCT/USO 1/00668 



u 
CO 
c 

to ~ 

s 

o * 

§i g. 

Iff <H 



e 

0_ 



8- 



— ■ - m 

2 w m 

Si co 9 

S : 

< oc 9 

1 ° i 

< o < 

° o " 

g< 

If 

5 z 

2 « 

s'f 

o o 

-'8 
O o 

P 

Is 



J ~ UJ 

E X i_ a> 

If S2 



S a o 



469/546 



WO 01/57276 



PCT/USO 1/00668 




470/546 



WO 01/57276 



PCT/US01/00668 



Top Hit Descriptor 


zk53c07.s1 Soares_pregnant_uteruB_NbHPU Homo sapiens cDNA clone IMAGE:486540 3' similar to 
gb:X65B57_cds1 OLFACTORY RECEPTOR-LIKE PROTEIN HGMP07E (HUMAN); 


Homo sapiens zinc finger protein ZNF287 (ZNF287), mRNA \ 


Homo sapiens zinc finger protein ZNF287 (ZNF287), mRNA | 
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Homo sapiens KIAA0985 protein (KIAA0985), mRNA 1 


QV2-HT0577-010500-1 65-b06 HT0577 Homo sapiens cDNA | 


601433472F1 NIH_MGC_72 Homo sapiens cDNA clone IMAGE:3918952 5' | 


tu67c07.x1 NCI_CGAPJ3as4 Homo sapiens cDNA clone IMAGE:2256108 3' similar to WP:C45G9.2 
CE01854; 


601305670F1 NIH_MGC_39 Homo sapiens cDNA clone IMAGE3640097 5' | 
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Homo sapiens IGF-II gene, exon 5 | 


Homo sapiens IGF-II gene, exon 5 | 


601159076F1 NIH_MGC_21 Homo sapiens cDNA clone IMAGE:3505603 5' | 


Homo sapiens adaptor-related protein complex 2, beta 1 subunlt {AP2B1 ), mRNA | 


Human chromosome 10 duplicated adrenoleukodystrophy (ALD) gene segment containing exons 8-10 


Human chromosome 10 duplicated adrenoleukodystrophy (ALD) gene segment containing exons 6-10 


QVl-HT0638-070500-191-d12 HT0638 Homo sapiens cDNA | 


QV1-HT0638-070500-191-d12 HT0638 Homo sapiens cDNA | 


tn52b03j(1 NCLCGAP Kld11 Homo sapiens cDNA clone IMAGE:2171981 3' similar toTR:Q14089 Q14089 
HYPOTHETICAL PROTEIN ; 


601590345F1 N!H_MGC_7 Homo sapiens cDNA clone IMAGE:3944531 5' | 


Human mRNA for KIAA0300 gene, partial cds | 


Homo sapiens l-REL gene, exon 5 | 


Xf59f02.x1 NCI_CGAP_Gas4 Homo sapiens cDNA clone IMAGE:2622363 3' similar to TR:Q 13284 Q1 3284 
LAMBDA/IOTA PROTEIN KINASE C-INTERACTING PROTEIN. [1] ; 


Xf59f02.x1 NCI_CGAP_Gas4 Homo sapiens cDNA clone IMAGE:2622363 3' similar to TR:Q 13284 Q13284 
LAMBDA/IOTA PROTEIN KINASE C-INTERACTING PROTEIN. [1] ; 


H omo sapiens mRNA for KIAA0667 protein, partial cds [ 


Homo sapiens myosin, heavy polypept'de 1 , skeletal muscle, adult (MYH1 ), mRNA | 
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33068| 


33069 | 
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341 00 | 
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35219 


37242| 
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37963 1 
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Exon 
SEQ ID 
NO: 
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191 23 1 
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6733 1 


7263| 


7263| 


7775j 


8032 1 


8891 




9473 1 


9473 1 


9736 


| 10819| 


[ 10860| 


| 11042] 


11124 


11124 


I 11471; 


| 11621| 



471/546 



WO 01/57276 



PCT/USO 1/00668 



3 

7L . 



I 



s 1 



ill 
■si 



cb < 

-C J 

#■! 

X 5 

1J 

& I 
!"B1 

(S 4 

'I! 



"8 

a < 

f to la: 

sis 

- 2 = 

ir ua q > 

a> 2 c < 
a. m 

III 

5.2 



i 



#1 

I 1 



3 : 



Jl — tu 

S g 

£ 3 



a 

LU o 

"1 

a 
goo 



i5 



£ UJ 



O 

UJ 2 



So - 

a. CO 



13 



ig 



472/546 



WO 01/57276 



PCT/US01/00668 




473/546 



WO 01/57276 



PCT/USO 1/00668 



a 1 

o * w 

N. S g- 

<D ' 



2 



So© 



loo 



474/546 



WO 01/57276 



PCT/USO 1/00668 




475/546 



WO 01/57276 



PCT/US(H/00668 



8 » 



8 3 

it 
It 

m E 
< o 



9 

g 

a 
o 

II 

is 

mo 
clUJ 

gi 

li 

*5 



6 
'& 

li 

E LU 

gi 

li 



■Sz 

is < 

f? 



Q ° 

IS 

te 

ii 



It 



HI 



S • 
<z 



EX 



CO 5 



|6 5 



£9 



so© 



476/546 



WO 01/57276 



PCT/USO 1/00668 



£i(- « 
J 



2 9 
O 



fog 



2 ! 



8 

LU 

i o 
! < 
5 



s 

o .- 
< Z 

i5 

P 
H 

«.UL 

n 

to *~ 
<D < 

^3 



ti 



Isi 



H 

n o : 



"8 " 

TB - 

I 1 
a. 

_ < - 

a: 
; o 

; D 
w 

5 



477/546 



WO 01/57276 



PCT/US0 1/00668 




478/546 



WO 01/57276 



PCT/USO 1/00668 



Top Hit Descriptor 


|Homo sapiens heterogeneous nuclear ribonucleoproteln A1 (HNRPA1) mRNA | 
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| Homo sapiens heterogeneous nuclear ribonucleoprotein A1 (HNRPA1 ) mRNA | 


[Homo sapiens sBrine palmftoyl transferase, subunit II gene, complete cds; and unknown genes | 


[601 174270F1 NIH_MGC_17 Homo sapiens cDNA clone IMAGE:3529864 5* | 
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Zd82b05.r1 Soares_fetal_hcart_NbHH19W Homo sapiens cDNA clone IMAGE;346201 5' (similar to 
gb;X162S2_cd3l ZINC FINGER PROTEIN CLONE 647 (HUMAN); 
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QV3-HT0457-1 40200-088-d04 HT0457 Homo sapiens cDNA | 


Homo sapiens zinc finger protein mRNA, complete cds | 


Homo sapiens chromosome 21 segment HS21 C002 | 


[Homo sapiens chromosome 21 segment HS21 C002 | 


bb24e12yl NIH_MGC_1 4 Homo sapiens cDNA clone IMAGE:2963854 5' similar to WP:Y57A10A.Z 
CE22631 ; 
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Homo sapiens mRNA for KIAA0784 protein, partial cds | 


Homo sapiens mRNA for KIAA0784 protein, partial ods | 


Homo sapiens mRNA for KIAA0784 protein, partial cds | 


Homo sapiens mRNA for KIAA0784 protein, partial cds | 


Human gamma-cytoplasmic actin (ACTGP9) pseudogene | 


Homo sapiens CTCL tumor antigen se14-3 mRNA, complete cds [ 


|Homo sapiens CTCL tumor antigen se14-3 mRNA, complete cds ] 


| Homo sapiens chromosome X MSL3-2 protein mRNA, complete cds | 


[Homo sapiens chromosome X MSL3-2 protein mRNA, complete cds | 
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tq04f08jc1 NCI CGAP Ut3 Homo sapiens cDNA clone IMAGE:2207847 3' Glmllar to gbJ03191 PROFILIN I 
(HUMAN); 


|Homo sapiens DNA mismatch repair protein (MLH3) gene, complete cds ] 


|Homo sapiens ribosomal protein L31 (RPL31 ) mRNA | 


[Homo sapiens TADA1 protein mRNA, complete cds | 


[Homo sapiens mRNA for KIAA0721 protein, partial cds | 
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| 13257| 


| 13261] 


| 13263| 


| 13266| 


| 13268] 


[ 1326S| 


13269 


[ 13270] 


[ 13270) 


CO 


13274] 


13274] 


13282 


3 

CO 


[ 13287] 


13287| 


[ 13288] 


| 13288| 


[ 13297| 


o 

to 

CO 


o 

3 


| 13303] 


| 13303] 


15835 


15835 


| 13313| 


| 13316 


I 13317] 


| 13323 1 


Probe 
SEQ ID 

NO: 


s 


s 


o 

CO 


s 


in 

CO 


8 


r- 
co 


CD 
CO 


s 


8 


CM 


R 




CO 


CO 


CO 


CO 
CO 


8 


CO 
CD 


o 

CN 


S 

CM 


S 

CM 


CM 
CM 


CM 


CM 


co 

CN 


CD 
CN 


cVi 


8 



479/546 



WO 01/57276 



PCT/USO 1/00668 




480/546 



WO 01/57276 



PCT/U SO 1/00668 



Top Hit Descriptor 


[Homo sapiens chromosome 21 unknown mRNA | 


{Homo sapiens chromosome 21 unknown mRNA | 


|Homo sapiens chromosome 21 unknown mRNA | 


| Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAM1) mRNA | 


| Homo sapiens GA-blnding protein transcription factor, alpha subunit (60kD) (GABPA), mRNA | 


| Human mRNA for KIAA01 84 gene, partial cds | 


| Human mRNA for KIAA01 84 gene, partial cds | 


[Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAM1) mRNA | 


[ AU134963 PLACE1 Homo sapiens cDNA clone PLACE1000899 5' | 


[ Homo sapiens mRNA for KIAA1 019 protein, partial cds | 


qy81h05.x1 NCI_CGAP Brn25 Homo sapiens cDNA clone IMAGE.2018457 3' similar to gb;X54199 
PHOSPHORIBOSYUMINE-GLYCINE LIGASE (HUMAN); 


|RC2-CT0320-300lOO-016-a09 CT0320 Homo sapiens cDNA | 


|Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA | 


[Homo sapiens IgG Fc binding protein (FC(GAMM A)BP) mRNA | 


|Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA | 


| Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA | 


|Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA | 


|Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA | 


|Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA | 


[Homo sapiens IgG Fc binding protein (FC(GAMMA)BP) mRNA | 


| H.saplens gene for RNA pol II largest subunit, exons 23-29 | 


[Hxapiens gene for RNA pol II largest subunit, exons 23-29 \ 


| H. sapiens gene for RNA pol II largest subunit, exons 23-29 | 


| H.saplens gene for RNA pol II largest subunit, exons 23-29 | 


|Homo sapiens ribosomal protein L19 (RPL19) mRNA | 


|yg09a02.r1 Scares infant brain 1NIB Homo sapiens cDNA olone IMAGE-.31662 5' | 
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| Homo sapiens ribosomal protein S5 (RPS5) mRNA | 


|Homo sapiens mRNA for KIAA1019 protein, partial cds | 


| Homo sapiens SON DNA binding protein (SON) mRNA | 


| Homo sapiens SON DNA binding protein (SON) mRNA | 


| Mus musculus truncated SON protein (Son) mRNA, complete cds ) 
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[ 4503680 1 


| 4503680| 


[ 4503680| 


[ 4503680 


| 4503680] 


| 4503680) 


|X74870.1 | 


1X74870.1 


1X74870.1 


1X74870.1 


| 4506608 


IR17795.1 


4503914 
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| 4507152 


| AF1 93607.1 
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(Top) H'rt 
BLAST E 
Value 


| O.OE+00 1 


[_ O.OE+OOj 


| O.OE+00 1 


| O.OE+00 1 


( O.OE+00| 


I O.OE+00 1 


| O.OE+00) 


L O.OE+00 1 
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| 0.0E+0O] 
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| 0.0E+00) 


| 0.0E+00 1 
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| 0.0E+00I 


| 0.0E+OO | 
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| 1.89 
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ORF SEQ 
ID NO: 


| 26369| 


I 26370 1 


I 26371| 


| 26373| 


I 26376I 


I 26377 1 


| 26377| 


| 26379I 


26390 | 


26433| 


26434 


26397 | 


o 

§ 

CM 


| 26401 1 


I 26402I 


| 26403| 


1 264041 


| 26405| 


| 26406] 


I 26407] 


| 26408) 


| 26409) 


CO 

§ 

CM 


| 26409| 




| 26013| 


26435 




| 26436] 


| 26437] 


| 26438] 


| 26439| 


CO 


| 13444) 


I 134441 


1 15839] 


| 13446) 
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ro 


I 134491 


| 13449] 


i 


13460| 


13500| 


13501 


13467| 




( 13470| 


I 13470| 


| 13471| 


1 13472) 
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| 13473| 
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| 134751 
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| 13475J 


| 13475| 


| 13479) 


[ 131151 
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| 13506| 
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Top Hit Descriptor 


| Homo sapiens cadherin 6, K-cadherin (fetal kidney) (CDH6) mRNA | 


| Homo sapiens cadherin 6, K-cadherin (fetat Wdney) (CDH6) mRNA | 


< 
z 

5> 

8 
§ 

8 

o 

CM 

3 

! 

a 

"8 

'■S 

! 

» 
f 


| Homo sapiens hypothetical protein FU20695 (FLJ20695), mRNA | 


| Homo sapiens mRNA for alpha-tubulin 8 (TUBAB gene) j 


|Homo sapiens hypothetical protein FU20080 (FU20080), mRNA | 


| Homo sapiens alkylation repair; alkB homolog (ABH), mRNA | 


| Homo sapiens Death associated protein 3 (DAP3) mRNA | 


|MR0-BN011 5-200300-00 3-h08 BN0115 Homo sapiens cDNA | 


[Homo sapiens potassium channel, subfamily K, member 9 (KCNK9), mRNA 1 


|Homo sapiens potassium channel, subfamily K, member 9 (KCNK9), mRNA J 


|Homo sapiens protein kinase, X-llnked (PRKX) mRNA | 


| Homo sapiens protein kinase, X-linked (PRKX) mRNA | 


[Homo sapiens ribosomal protein S27a (RPS27A) mRNA | 
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|Homo sapiens DNA for Human P2XM, complete cd3 | 


Homo sapiens DNA for Human P2XM, complete cds | 


Homo sapiens similar to rat integral membrane glycoprotein POM1 21 (POM1 21 L1 ), mRNA ] 


[Homo sapiens similar to rat Integral membrane glycoprotein POM121 (POM121L1), mRNA | 


| Homo sapiens Npw38-binding protein NpwBP (LOC51729), mRNA | 


H. sapiens ART4 gene | 


j H. sapiens ART4 gene | 
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Homo sapiens mRNA for KIAA0903 protein, partial cds ] 


Homo sapiens chondroiHn sulfate proteoglycan 2 (verstean) (CSPG2) mRNA ] 


Homo sapiens chondroltin sulfate proteoglycan 2 (verelcan) (CSPG2) mRNA | 


Homo sapiens chromosome 12 open reading frame 3 (C120RF3), mRNA | 


Homo sapiens glutamate decarboxylase 1 (brain. 67kD) (GAD1 ), transcript variant GAD25, mRNA j 


Homo sapiens glutamate decarboxylase 1 (brain, 67kD) (GAD1 ), transcript variant GAD25, mRNA | 


Homo sapiens mRNA for KIAA1414 protein, partial cds ] 
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§ 
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Homo sapiens Na+/H+ exchanger isofbrm 2 (NHE2) mRNA, complete cds | 


Homo sapiens mutL (E. coli) homolog 3 (MLH3), mRNA | 


Homo sapiens ALR-like protein mRNA, partial cds | 


S J8 

*~ o w 


INT | 


INT | 


INT | 


INT | 


INT I 


INT I 


INT | 


INT | 


|EST_HUMAN j 


INT j 


INT | 


INT I 


INT | 


INT • | 


INT 1 


INT 1 


NT | 


|NT I 


INT | 


NT | 


NT ] 


NT | 


EST_HUMAN | 


NT | 


NT ] 


NT ] 


NT I 


NT | 


NT | 


NT | 


NT | 


t- 
z 


NT 1 


NT | 


Top Hit Acessnn 
No. 




| 4826672] 


| 8923624 


| 8923624 


|AJ245922.1 | 


| 8923087] 


| 5174384 


| ■ 4758117] 


|BE005208.1 | 


| 7706134| 


| 7706134| 


| 48269471 


| 4826947) 


| 4506712| 


| 


|AB002059.1 | 


|AB002059.1 | 


| 7657468 1 


| 7657468 | 


| 7706500 1 


1X95626.1 | 


1X95826.1 ] 


[AM 47650.1 | 


[AB020710.1 * | 


| 4758081] 


| 4758081 ] 


I 


| 7305076] 


| 7305076] 


|AB037835.1 | 


| 4567887| 


[AF073299.1 | 


| 7657336| 


|AF264750.1 | 


Most Similar 
(Top) Hit 
BLAST E 
Value • 


| O.OE+00 


| O.OE+00 


| O.OE+00 


00+30-0 | 


f O.OE+00] 


| 0.0E+00 


| 0.0E+00 


| O.OE+00] 


| 0.0E+00| 


| O.OE+OOj 
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o 

? 
ill 
o 
d 


| O.OE+00 1 


| 0.0E+00| 


[ O.OE+OOl 


| O.OE+00 1 


[ 0.0E+00 1 


| 0.0E+00| 
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[ 0.0E+00| 


| O.OE+00 1 


| O.OE+OOl 
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| O.OE+00] 
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O.OE+00] 


| O.OE+OOl 


O.OE+OOl 
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Expression 
Signal 
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r 2 - 1 ^ 


I 3.18| 


1 3.18! 


[ 28.451 


r o-82i 


| 3.85| 


I 1.91 1 


f 2.B2] 


I 5.541 




[ 0.96] 


[ 0.96 1 


\ 33.54| 


[ 2.34| 


8.07| 


[ 20.89| 


5.23] 


5.23| 


S 


0.76] 


0.76] 


1.25| 


1.68] 


3.191 


3.19| 


0.89| 
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1.08| 


1.21] 


0.64| 


1.24] 


1.18| 


ORF SEQ 
ID NO: 


| 27060| 


[ 27061 | 


| 27065| 


| 27066] 


| 27067| 




t 27071 | 


I 27082 | 


[ 27092] 


| 27116| 


| 27117| 


[ 27127| 


271 28 | 


| 27129] 


27131 | 


27134| 


f 271 35 | 


27136] 


271 37 | 


27140] 


27141] 


27142| 


27143| 


27145] 


27154| 


27155| 


27156| 
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CN 


271 68 | 


27171 | 


271 80 | 


27191 | 




27225] 


Exon 
SEQ ID 
NO: 
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[ 14185| 


141 86| 
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141 90 | 


14190| 


14191] 
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Top Hit Descriptor 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 1 (KCNB1) mRNA 


Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 1 (KCNB1) mRNA 


Human retinal degeneration slow (RDS) gene, exon 1 | 


Human retinal degeneration slow (RDS) gene, exon 1 | 


Ul-H-BI1-afn-f-07-0-UI.s1 NCI_CGAP_Sub3 Homo sapiens cDNA clone JMAGE:2722333 3' | 
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601 1 791 64F1 NIH_MGC_20 Homo sapiens cDNA clone IMAGE:3547239 5" | 


6011 791 64F1 NIH_MGC_20 Homo sapiens cDNA clone IMAGE:3547239 5' | 


Homo sapiens nuclear protein (NP220), mRNA | 


Homo sapiens nuclear protein (NP220), mRNA | 


Homo sapiens RAD1 (S. pombe) homolog (RAD1) mRNA. and translated products | 


Homo sapiens RAD1 (S. pombe) homolog (RAD1) mRNA, and translated products | 


Homo sapiens DNA polymerase zeta catalytic subunit (REV3) mRNA, complete cds | 


Human transglutaminase mRNA comptete cds | 


Human transglutaminase mRNA, complete cds | 


Homo sapiens transforming growth factor, beta 3 (TGFB3), mRNA | 


Homo sapiens transforming growth factor, beta 3 (TGFB3), mRNA | 


Homo sapiens death receptor 6 (DR6), mRNA | 


Homo sapiens glutathione S-fransferase theta 2 (GSTT2) and glutathione S-transferase theta 1 (GSTT1) 
genes, complete cds 


Human topoisomerase I pseudogene 1 | 


Homo sapiens butyrophilin, subfamily 3, member A2 (BTN3A2), mRNA | 


Homo sapiens histidine ammonia-fyase (HAL) mRNA | 


Homo sapiens histidine ammonfa-lyase (HAL) mRNA | 


Homo sapiens chromosome 21 segment HS21 C052 | 


Homo sapiens nebulin (NEB), mRNA | 
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Homo sapiens actinin, alpha 4 (ACTN4) mRNA | 


Homo sapiens actinin. alpha 4 (ACTN4) mRNA | 


Homo sapiens mRNA for KIAA0790 protein, partial cds | 


Homo sapiens mRNA for KIAA0790 protein, partial cds | 


Human TFEB protein mRNA, partial cds | 


Top Hit 
Database 
Source 
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EST_HUMAN | 


EST_HUMAN | 
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BE277465.1 | 


BE277465.1 | 
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4508384 | 


4506384| 
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Top Hit Descriptor 


601432608F1 NIH_MGC_72 Homo sapiens cDNA clone IMAGE:3918168 5' | 


AB005622 HeLa cDNA (T.Noma) Homo sapiens cDNA similar to adenylate kinase isozyme 2 | 
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Homo sapiens gene for cholecystokinin type-A receptor, complete cds I 


Homo sapiens gene for cholecystokinin type-A receptor, complete cds | 


Homo sapiens Immunoglobu'lnHIke transcript 1 c variant 4 (ILT1 c) gene, exon 6 | 


60201 8058 F1 NCI_CGAP_Bm67 Homo sapiens cDNA clone IMAGE:41 53670 5' | 


Homo sapiens collagen, type XII, alpha 1 (COL1 2A1), mRNA | 


CM0-MT0Q33-1 50600-428-h1 1 MT0033 Homo sapiens cDNA | 


CM0-MT0033-1 50600-428-M 1 MT0033 Homo sapiens cDNA | 


Human G protein-coupled receptor (GPR1) gene, complete cds | 


Human G protein-coupled receptor (GPR1 ) gene, complete cds | 


602184558T1 NIH_MGC_42 Homo sapiens cDNA clone IMAGE:4300383 3" | 


ha04ri04.x1 NCI_CGAP_Kid1 2 Homo sapiens cDNA clone IMAGE-2872759 3' | 
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RC3-ST01 97-300300-01 6-C04 ST01 97 Homo sapiens cDNA | 


601 592530F1 NlH_MGC_7 Homo sapiens cDNA clone IMAGE:394651 8 5' | 
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Homo sapiens mRNA for membrane transport protein (XK gene) | 


Homo sapiens platelet-derived growth factor receptor-Cke (PDGFRL) mRNA | 


Homo sapiens similar to rat integral membrane glycoprotein POM1 21 (POM1 21 L1 ), mRNA | 


Human Sec62 (Sec62) mRNA, complete cds | 


601 50821 1 F1 NIH_MGC_71 Homo sapiens cDNA clone IMAGE:3909866 5' | 


601489241 F1 NIH Jv1GC_69 Homo sapiens cDNA clone IMAGE:3891371 5' | 


601489241 F1 NIH_MGC_69 Homo sapiens cDNA clone IMAGE3891371 5' | 


AF1 14027 Homo sapiens lung fetus Homo sapiens cDNA clone ESF6 | 


Homo sapiens adiican mRNA, complete cds | 


601064738F1 NIH JvtGCJO Homo sapiens cDNA clone IMAGE:3451161 5 1 | 


AU1 43277 Y79AA1 Homo sapiens cDNA clone Y79AA1 001673 5' | 


AU 143277 Y79AA1 Homo sapiens cDNA clone Y79AA1 001673 5' | 


601105312F1 NIH_MGC_15 Homo sapiens cDNA clone IMAGB2987955 5' I 


601105312F1 NIH_MGC_15 Homo sapiens cDNA clone IMAGE2987955 5' j 


7q27h12Jd NCI_CGAPJ3C6 Homo sapiens cDNA done IMAGE: 3' similar to TR;O00246 000246 
HYPOTHETICAL 9.3 KD PROTEIN ; 
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to 

Ul 


ESTJHUMAN | 


ESTJHUMAN | 


ESTJHUMAN | 


z 


l- 
z 


Z 


z 


ESTJHUMAN | 


EST JHUMAN | 


3 

X 

tu 


ESTJHUMAN | 


z 


EST_HUMAN | 


EST_HUMAN | 


EST HUMAN | 


ESTJHUMAN | 


ESTJHUMAN | 


3 
X 

h- 

to 

LU 


Top HitAcession 
No. 


in 

§ 

oo 
UJ 

m 


AB005622.1 | 


6006002| 


D85606.1 | 


CO 
O 


AF1 06275.1 | 


BF345274.1 | 


1 


8 

o 

S 

UJ 
GO 


8 

o 

§ 

UJ 

m 


U 13666.1 | 


U13666.1 | 


BF569144.1 | 


AW466922.1 ] 


AW 50101 0.1 ] 


AW813853.1 | 


BE795542.1 ] 


BF509482.1 j 


232684.2 | 


5453871| 


7657468] 


U93239.1 | 


d 

1 

UJ 
CO 


BE875511.1 | 


1 

CO 
LU 

m 


AF1 14027.1 | 


AF245505.1 | 


UJ 

to 


AU143277.1 | 


AU143277.1 | 


BE292896.1 | 


BE292896.1 


BF223041.1 


Most Similar 
(Top) Hit 
BLAST E 
Value 


O.OE+00 1 


0.0E+00 1 


O.OE+00 1 


O.OE+00 1 


0.0E+00 1 


0.0E+00 1 


0.0E+00 1 


0.0E+00 1 


O.OE+00 1 


O.OE+OOl 


O.OE+00 1 


O.OE+00 1 


0.0E+00| 


00+30 0 | 


0.0E+00I 


0.0E+00I 


O.OE+OOl 


0.0E+00 1 


0.0E+00 1 


O.OE+OOl 


O.OE+00 1 


0.0E+00I 


O.OE+OOl 


0.0E+00I 


0.0E+00 1 


O.OE+OOl 


O.OE+OOl 


O.OE+OOl 


O.OE+OOl 


O.OE+00 1 


O.OE+OOl 


O.OE+00 


O.OE+00 


Expression 
Signal 




1.63| 


5.37 1 


2.23| 


2.23 1 


3.38] 


1.08| 


3.44) 


^ 


1.27| 


1.03| 


1.03| 


3.72] 


2.12] 


3.03] 


2.54] 


11.9] 


1.43] 


2.26] 


8 


3.56| 


2.51 1 


ID 


CM 
CD 


CM 
CD 


r— 
q 


1.111 


1.25| 


3.18| 


3.18| 


1.51 1 


1.511 




ORFSEQ 
ID NO: 






3 

X 


28471| 


28472| 


26481 | 


28486| 


28494| 


26497) 


28498] 


28502] 


28503] 


s 


2851 4 | 


28515| 




28543 | 


in 


28546| 




28550 1 


28551 | 


28557| 


28563 1 


28564 1 


28565 1 


28568| 


28576 | 


a 


28584 


28585 1 


28586 


28587 


Exon 
SEQ ID 

NO: 


15436| 


15446| 


15449| 


15451] 


15451 1 


15459] 




15470] 


15474 1 


15474| 


15479| 


15479| 




15490| 


15492| 


15516] 


15520 | 


15521] 


15524] 


n 

in 
to 


15529] 


15530 1 


15536| 


15540 1 


15540| 


15541 1 


15543| 


15560| 


15564 


15564 


15565 


15565 


15566 


Probe 
SEQ ID 

NO: 


| 2429] 


| 2439 1 


| 2443 | 


| 2446 | 


t 2446 | 


| 2454 | 


| 2459| 


CD 

$ 
CNI 


2470) 


2470| 


2475 1 


2475| 


I 2476| 


| 2486| 


I 

CM 


| 2513| 


I 2517| 


j 2518] 


| 2521 1 


| 2523 1 


! 2526| 


I 2527| 


| 2533] 




| 2538| 


| 2539, 


i 


| 2558| 


| 2563 1 


| 2563; 


| 2564| 


| 2564, 


2565 
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497/546 



WO 01/57276 



PCT/US01/00668 
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), mRNA | 














563 5' similar to 
















pletecds | 




Top Hit Descriptor 


601591991F1 NIH„MGC_7 Homo sapiens cDNA clone IMAGE.3945983 5' 


601335485F1 NIH_MGC_39 Homo sapiens cDNA clone IMAGE:3689564 5" 


AV721 647 HTB Homo sapiens cDNA clone HTBBYE09 5* 


Homo sapiens spermatogenesis associated PD1 (KIAA0757) mRNA 


Homo sapiens spermatogenesis associated PD1 (KIAA0757) mRNA 


Homo sapiens hypothetical protein FLJ20477 (FLJ20477), mRNA 


Homo sapiens hypothetical protein FLJ20477 (FLJ20477), mRNA 


Homo sapiens hypertension-related calcium-regulated gene mRNA, complete cds 


AV651066 GLC Homo sapiens cDNA clone GLCCLD07 3' 


CMl-TN0141-25090CM39-b08 TN0141 Homo sapiens cDNA 


CMl-TN0141-250900-439-b08 TN0141 Homo sapiens cDNA 


Homo sapiens cerebellar degeneration-related protein (34kD) (CDR1 ) mRNA 


Homo sapiens cerebellar degeneration-related protein (34kD) (CDR1) mRNA 


601580903F1 NIH_MGC_9 Homo sapiens cDNA clone IMAGE:3929472 5' 


Homo sapiens chromosome 21 segment HS21CO01 


1 

o 
c 
o 
o 

< 
z 

o 

s 

t 

o 
IS. 

XI 

3 

CO 
0. 

o 
z 

TS 
5 
6 

o 

1 

CD 

I 


Homo sapiens chondroitin sulfate proteoglycan 4 (melanoma-associated) (CSPG4 


< 

CO 

d 

1 

«? 

1 
^ 

JO 

« 

S 
u 
8 

i 

o 
I 


Homo sapiens angiopoietin-3 (ANG-3), mRNA 


602085579F1 NIH_MGC_83 Homo sapiens cDNA clone IMAGE:4249915 5' 


Homo sapiens protein tyrosine phosphatase, receptor type, T (PTPRT), mRNA ■ 


AV725534 HTC Homo sapiens cDNA clone HTCCCA03 5' 


AV725534 HTC Homo sapiens cDNA done HTCCCA03 5* 


au55d04.y1 Schneider fetal brain 00004 Homo sapiens cDNA clone IMAGE;2518( 
SW:R13A_HUMAN P40429 60S RIBOSOMAL PROTEIN L13A ; 


602071 957F1 NCl_CGAP_Brn67 Homo sapiens cDNA clone IMAGE:421 4679 5' 


601 45091 2F1 NIH_MGC_65 Homo sapiens cDNA clone IMAGE:3854642 5' 


AU131 494 NT2RP3 Homo sapiens cDNA clone NT2RP3002672 5" 


AU131494 NT2RP3 Homo sapiens cDNA done NT2RP3002672 5' 


600944794F1 N1H_MGCJ7 Homo sapiens cDNA clone IMAGE:2960806 5' 


600944794F1 N1HJVIGCJ7 Homo sapiens cDNA clone IMAGE:2960806 5' 


glycoprotein D= Duffy group antigen [human, blood, Genomic DNA, 3068 nfj 


Homo sapiens BTRCP2 mRNA for F-box and WD-repeats protein isoform C, com 


Homo sapiens ALR-llke protein mRNA, partial cds 


Top Hit 
Database 
Source 
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NT | 


NT | 


NT | 
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ESTJHUMAN | 


NT | 


NT I 


z 

i 

3 

5 

CO 
UJ 
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z 

i 

3 

X 

1- 


NT | 
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ESTJHUMAN | 
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1- 
CO 
UJ 


EST.HUMAN | 
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3 

CO 
Ul 


ESTJHUMAN | 


EST HUMAN | 
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5 

CO 
UJ 


3 
X 

K 

co 

Ul 


NT 


NT 


NT | 


Top HitAcession 
No. 


BE796376.1 | 


BE563433.1 j 


AV721647.1 | 


5174486| 


5174486| 


89234411 


8923441 j 


AF290195.1 | 


AV651066.1 | 


BF377897.1 | 


BF377897.1 | 


4757963 1 


4757963 j 


BE747193.1 | 


AL163201.2 | 


BF514110.1 | 


4503098| 


7705275| 


7705275| 


BF6 77694.1 | 


7427522| 


AV725534.1 | 


AV725534.1 | 


AI879163.1 


BF530661.1 | 


1 

£ 

00 
UJ 

m 


AU131494.1 | 


AU131494.1 | 


BE300344.1 | 


BE300344.1 


S76830.1 


AB033281.1 


d 

s 

< 


Most Similar 
(Top) Hit 
BLAST E 
Value 


0.0E+O0 1 


O.OE+00] 


0.0E+00 1 


O.OE+OO | 


O.OE+OO | 


O.OE+OOl 


O.OE+OOl 


O.OE+OOl 


O.0E+0O| 


O.OE+OO | 


O.OE+OOl 


O.OE+OO | 


O.OE+OOl 


O.OE+00 1 


O.OE+OOl 


O.OE+OOl 


O.OE+OO | 


O.OE+OOl 


O.OE+OOl 


O.OE+OOl 


O.OE+00) 


O.OE+OOl 


O.OE+00 1 


O.OE+00 


O.OE+OO | 


O.OE+OO | 


O.OE+OOl 


O.OE+00 1 


O.OE+OOl 


O.OE+OO 


O.OE+OO 


O.OE+00 


O.OE+OOj 


Expression 
Signal 


9.77 


13.57| 


1.22| 


cnI 


CD 

<M 


0.98 1 


0.98| 


3.23| 


48.84| 


to 

CO 


lO 

<b 


0.94j 


0.94 1 


CO 
CD 
CN 


1.71 1 


4.09| 


1.02| 


1.56| 


1.56| 


4.03| 




15.3 1 


15.3 1 


13.6 


2.83 1 


3.53| 


1.98| 


Sj 


a 

3 


34.94 


7.12 


0.75 


CO 


ORF SEQ 
ID NO: 


28758 1 


28762] 




28765| 


28766| 


28767 j 


28768 | 


28769| 




28770 | 


28771 1 


28774 | 


28775 1 


28780 1 




28792 1 




28800 | 


28801| 


28802 | 


28810| 


28813| 


28814| 




28819| 


28820| 


I 


28822| 


28823 | 


28824| 


2621 6' 




26735| 


Exon 
SEQ ID 
NO: 


15741 1 


15903| 


15744| 


15746| 


15746| 


15747| 


15747 1 


15748| 


15749 1 


15750 | 


15750) 


15754 | 


15754 1 


15758| 


15771| 


15772 | 


15778 1 


15784| 


15784| 


15785| 


15791 | 


15795| 


15795| 


15797 


15800| 


15801 | 


15803j 


15803 | 


15804| 


15804| 


o 


15811 1 


13796| 


Probe 
SEQ ID 
NO: 


| 2748 


2751| 


2752, 


| 2754| 


| 2754| 


\ 2755| 


2755 


i 2756| 


2757 


2758| 


2758| 


2762 


2762 


2766| 


2779| 


2780 1 


2786 1 


2792| 


2792| 


2793| 


2799 


2803| 


2803 1 


2805 


I 2808| 


| 2S09| 


2811 


| 2811 1 


1 2812! 


| 2812 


| 2817, 


| 2820 


| 2826| 



498/546 



WO 01/57276 



PCT/USO 1/00668 




499/546 



WO 01/57276 



PCT/USO 1/00668 
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dto,4 




















Top Hit Descriptor 


Homo sapiens low density lEpoprotein-retated protein 2 (LRP2), mRNA 


Homo sapiens chromosome 21 segment HS21C006 


Homo sapiens chromosome 21 segment HS21 C006 


zr98b11 .s1 NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:68351 7 3' similar to contains Alu 
repetitive element 


o 
J3 

i 

i 

1 

s 

x 

i 

CL 

o 
X 


Homo sapiens EphA4 (EPHA4) mRNA 


Homo sapiens eukaryotic translation elongation factor 1 alpha 1 (EEF1A1) mRNA 


tn18d07.x1 NCI_CGAP_Bm25 Homo sapiens cDNA clone IMAGE;21 57981 3' similar to TR:016247 
016247 F44E7.2 PROTEIN. ; 


tn1Bd07.x1 NCI_CGAP_Bm25 Homo sapiens cDNA clone IMAGE:2167981 3' similar to TR:0 16247 
016247 F44E7.2 PROTEIN. ; 


Homo sapiens protocadherin gamma C4 (PCDH-gamma-C4) mRNA, complete cds 


qg49f04Jd Soares_testis_NHT Homo sapiens cDNA clone IMAGE:1 838527 3" similar to 
SW:CB20_HUMAN P52298 20 KD NUCLEAR CAP BINDING PROTEIN ; 


Homo sapiens mRNA for KIAA1267 protein, partial cds 


Homo sapiens mRNA for KIAA1267 protein, partial cds 


Homo sapiens mRNA for K1AA1508 protein, partial cds 


Homo sapiens mRNA for KIAA1508 protein, partial cds 


Homo sapiens KIAA0100 gene product (KIAA0100). mRNA 


Homo sapiens KIAA0100 gene product (KIAA0100), mRNA 


Homo sapiens myeloid/lymphoid or mixed-lineage leukemia (trithorax (Drosophila) homolog); translocate 
(MLLT4) mRNA 


Homo sapiens myeloid/rymphoid or mixed-lineage leukemia (trithorax (Drosophila) homolog); translocate 
(MLLT4) mRNA 


Homo sapiens melanoma antigen, family B, 4 (MAGEB4), mRNA 


Homo sapiens melanoma antigen, family B, 4 (MAGEB4), mRNA 


Homo sapiens neurexin III (NRXN3) mRNA 


H.sapiens mRNA for M phase phosphoprotein 10 


Homo sapiens immunoglobulin-like transcript 1c variant 4 (ILT1c) gene, exon 6 


qf43f09.x1 Scares_testjs_NHT Homo sapiens cDNA clone IMAGE:1752809 3' 


Homo sapiens prospero-retated homeobox 1 (PROX1) mRNA 


Homo sapiens mRNA for PKU-alpha, partial cds 


Homo sapiens KIAA0737 gene product (KIAA0737), mRNA 


Top Hit 
Database 
Source 


NT | 


NT | 


NT | 
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UJ 
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NT | 


NT | 
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UJ 
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i 

z> 
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UJ 


NT | 


EST HUMAN 


IN | 


NT | 


NT I 


NT | 


NT | 


NT | 


NT 


NT 


NT | 


NT | 


NT I 


NT | 


NT | 


X 

i- 

co 

UJ 


NT | 


NT | 


NT | 


Top Hit Acession 
No. 


680691 B| 


AL1 63206.2 | 


AL1 63206.2 | 


AA215579.1 


Y1 921 0.1 | 


4758279 1 


4503470 1 


AI561 002.1 


AI561002.1 


AF152338.1 | 


3 
< 


AB033093.1 | 


AB033093.1 j 


AB040941.1 | 


AB040941.1 | 


76619031 


' 7661903| 


5174574 


5174574 


4505084] 


4505084 | 


4758827| 


X98494.1 | 


AF106275.1 | 


AI149880.1 | 


4506118| 


AB004884.1 j 


7662273 | 


Most Similar 
(Top) Hit 
BLAST E 
Value 


O.OE+00 1 


O.OE+00| 


O.OE+00| 
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UJ 
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d 


O.OE+OOl 


0.0E+00 1 


O.OE+00| 


0.0E+00 


O.OE+00 


O.OE+00 1 


O.OE+00 


O.OE+00| 


O.OE+00| 
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? 
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O.OE+00] 
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UJ 
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O.OE+00 


O.OE+OOl 


00+300 | 


O.OE+001 


O.OE+OOl 


O.OE+OOl 


O.OE+OOl 


O.OE+OOl 


0.0E+00I 


O.OE+OOl 


Expression 
Signal 


0.63| 


2.52 1 


SS 
r>i 


0.94 


4.07| 


1.17| 


23.04| 


! 0.92 


0.92 


0.97| 


1.26 


2.92] 


2.92 1 


4.91| 


4.91| 


2.56| 


2.56 1 


e\i 


2.73 


2.36| 


CO 

n 


1.71| 


1.03 1 


7.63 1 




0.97| 


2.71 1 


1.51 1 


ORF SEQ 
ID NO: 


28884 | 


28888 | 


28889] 


28890 




28900| 


28901) 
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28903 


28905 | 


2B910 


26918] 


28919| 


28920 1 


2S921| 


23924 | 


28925 1 


8 

CM 
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CD 


3 


28948| 




28952 | 
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. ' 28974| 


28984] 


Exon 
SEQ ID 
NO: 
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1 
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15997| 


15997| 
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16001 | 


16001] 


16002 
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16014 


16014| 
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3 
S 
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16052 


16053 


16065 


Probe 
SEQID 
NO: 


I 2903 | 


| 2906| 


CD 

8 
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| 291 5| 


| 2918] 


! 2919| 
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8 


2940 1 
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2943 1 
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| 29 56 1 
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1 
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Top Hit Descriptor 


Homo sapiens SH2-containing protein Nsp2 mRNA, complete cds | 


Homo sapiens SH2-contaJning protein Nsp2 mRNA, complete cds | 


Homo sapiens chromosome 21 segment HS21C004 | 


Homo sapiens chromosome 21 segment HS21 C004 | 


MR2-CT0222-281 099-00 5-e05 CT0222 Homo sapiens cDNA | 


Homo sapiens matrix metalloprotelnase 24 (membrane-Inserted) (MMP24), mRNA | 


Homo sapiens mRNA for KIAA0796 protein, partial cds | 


TRANSCRIPTION REGULATOR PROTEIN BACH1 (BTB AND CNC HOMOLOG 1 ) (HA2303) | 


Homo sapiens mRNA for Kl AA091 0 protein, partial cds | 


Homo sapiens mRNA for KIAA0910 protein, partial cds | 


Homo sapiens KIAA0670 protein/acinus (KIAA0870), mRNA | 


Homo sapiens KIAA0670 protein/acinus (KIAA0670), mRNA { 
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1 
% 

X 
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Human gene for Type XIX collagen a1 chain, exon 6 | 


aa06g01 .rl Soares_NhHMPu_S1 Homo sapiens cDNA clone IMAGE:81 2498 5* similar to 
SW:KRB4_SHEEP P02445 KERATIN, HIGH-SULFUR MATRIX PROTEIN, IIIB4. [1] ; 


Homo sapiens mRNA for KIAA0903 protein, partial cds | 


Homo sapiens similar to rat integral membrane glycoprotein POM121 (POM121L1), mRNA | 


Homo sapiens mRNA for KIAA1414 protein, partial cds | 


Homo sapiens KIAA0569 gene product (KIAA0569), mRNA | 


Homo sapiens ribocomaJ protein S2 (RPS2) mRNA | 


Homo sapiens v-ets avian erythroblastosis vlru3 E26 oncogene related (ERG), mRNA ] 


Homo sapiens v-ets avian erythroblastosis virus E26 oncogene related (ERG), mRNA | 


Homo sapiens plasminogen activator Inhibitor, type II (arginine-serpin) (PAI2) mRNA | 


Pan troglodytes olfactory receptor (PTR208) gene, partial cds | 


Homo sapiens similar to rat integral membrane glycoprotein POM121 (POM121L1), mRNA { 


Homo sapiens similar to rat integral membrane glycoprotein POM121 (POM121L1), mRNA ] 


Gorilla gorilla olfactory receptor (GG071 ) gene, partial cds | 


Gorilla gorilla otfactory receptor (GG071 ) gene, partial cds | 
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Homo sapiens protocadherin beta 3 (PCDH-beta3) mRNA, complete cds | 


Homo sapiens desmoplakin (DPI. DPIl) (DSP) mRNA j 


Top Hit 

Database 
Source 


NT | 


NT | 


NT | 


NT | 


EST_HUMAN | 


NT | 


NT | 


SWISSPROT | 


NT | 


NT | 


NT j 


NT | 


EST_HUMAN ] 


EST_HUMAN | 


NT | 


EST HUMAN 


NT | 


NT | 


NT | 


NT | 


NT | 


NT | 


NT | 


NT | 


NT | 


NT | 


NT I 


NT | 


NT | 


EST_HUMAN | 


NT | 


NT 


Top Hit Acession 
No. 


AF1 24250.1 | 


AF1 24250.1 | 


AL163204.2 | 


8 

8 

Zj 

< 


AW851714.1 | 


5729928| 


AB018339.1 | 


014867 | 


AB020717.1 | 


AB020717.1 | 


7662237| 


7662237| 


AW298134.1 | 


AW298134.1 . | 


AB004630.1 | 


AA463659.1 


AB020710.1 ) 


7657468] 


AB037835.1 ] 


7662183] 


45067181 


76570651 


7657065 1 


4505594 1 


AF1 79733.1 | 


7657468I 


7657458) 


AF1 27851.1 | 


AF1 27851.1 | 


co 
< 


AF1 52496.1 | 


4758199| 


Most Similar 
(Top) Hit 
BLAST E 
Va'ue 


O.OE+00 1 


0.0E+00| 


0.0E+00| 


0.0E+00I 


0.0E+0OI 


O.OE+00| 


O.OE+OOl 


O.OE+OOj 


0.0E+00| 


O.OE+00] 


O.OE+00] 


O.OE+OOj 


O.OE+OOj 


O.OE+OOj 


00+30 0 j 


O.OE+00 


0.0E+00] 


0.0E+00] 


0.0E+00] 


0.0E+00| 


0.0E+00 1 


0.0E+00| 


O.OE+OOl 


O.OE+OOl 


O.OE+OOl 


0.0E+00I 


0.0E+00| 


0.0E+00| 


O.OE+00| 


00+300 | 


O.OE+00 1 


0.0E+00| 


Expression 
Signal 


4.02| 


4.02| 


<r> 


°i 


1.34| 


2.83| 


1.37| 


0.72| 


L45I 


1.45| 






CD 


CD 


1.47 1 


1.06 


0.76| 


3.92) 


0.77| 


5.64 1 


19.76) 


0.97) 


0.97 1 


0.92 1 


in 

CO 


2.76| 


2.76) 


0.91) 


0.91) 


1.011 


1.81) 


0.97) 


ORF SEQ 
ID NO: 


29539 1 


29640 1 


29547| 


29548 1 


29651| 




29555| 


29657| 


29659 1 




29662) 


29663) 


29672) 


29673) 


29696) 


1 29697 


29701) 


29703) 


29713| 


29723 | 


29726) 


29729 | 


29730 | 


29733| 


29775| 


29779 1 


29780 1 


29787| 


29788 1 


29789) 




29790 | 


Exon i 
SEQ ID ' 
NO: 


16728| 


16728| 


in 

6 


16735| 


18733) 


I 


16742| 


16744| 


15746] 


16746] 


16748| 


16748) 


CD 


16762 1 


16784| 


16785 


16789| 


16792| 


16801| 


15814| 


15817| 


15S22| 


16822| 


16825) 


16874 1 


158771 


16877| 


16883| 




15884| 


158851 


16836 


Probe 
SEQ ID 
NO: 


| 3685 j 


| 3685' 


[ 3592! 


| 3692 1 


| 3695 | 


| 3697 1 


§ 


| 3701 | 


| 3703 1 


| 3703 1 


3705 1 


3705 1 


3719| 


CO 
CO 


| 3742 1 


3743 


1 3747| 


| 3750 | 


| 3760| 


| 3772| 


| 3775 | 


| 3781 | 


| 3781 1 


| 3784| 


| 3634 1 


I 3837| 


r- 

S3 

CO 


| 3643 1 


| 3843 1 


1 3844| 


| 3845| 


| 3846 
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WO 01/57276 



PCT/US01/00668 
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■ c 



3- 
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507/546 



WO 01/57276 



PCT/USO 1/00668 




508/546 



WO 01/57276 



PCT/US01/00668 
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1 

g 

8* 
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E 

Q_ 
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• 3 
! 9- 



-a: 
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509/546 



WO 01/57276 



PCT/USO 1/00668 




510/546 



WO 01/57276 



PCT/US01/00668 
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X 
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f oo 



511/546 



WO 01/57276 



PCT/US01/00668 




512/546 



WO 01/57276 



PCT/US01/00668 
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4| 
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513/546 



WO 01/57276 



PCT/USO 1/00668 




514/546 



WO 01/57276 



PCT/US01/00668 
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Top Hit Descriptor 


Homo sapiens keratin 12 (KRT12J gene, complete cds | 


CO 

co 

ui 
o 

i 

s 

o 
o 

< 
z 

9 

in 
c 

Q> 

f 

CO 

o 

I 

CM 

O 
Z 

X 
CO 

o 


Homo sapiens protocadherin alpha 13 (PCDHA13), mRNA | 


RC3-GN0076-31 0800-01 3-b03 GN0078 Homo sapiens cDNA | 


Homo sapiens polycystic kidney disease-like 2 protein (PKDL2) mRNA, complete cds | 


Homo sapiens polycystic kidney disease-like 2 protein (PKDL2) mRNA, complete cds | 


H.saplens immunoglobulin heavy chain gene, variable region | 


H. sapiens immunoglobulin heavy chain gene, variable region | 


7f10c06.x1 NCLCGAP_CLL1 Homo sapiens cDNA cione IMAGE:3294250 3" | 


ht99a02jd NCI_CGAP Lu24 Homo sapiens cDNA clone IMAGE:3165194 3' similar to SW:Y054_HUMAN 
P42694 HYPOTHETICAL PROTEIN KIAA0054. ; 


601589422F1 NIH_MGC_7 Homo sapiens cDNA clone IMAGE:3943804 5' | 


601589422F1 NIHJvlGC_7 Homo sapiens cDNA clone IMAGE:3943804 5' | 


qd04a04.x1 Soares_placenta_8to9week5_2NbHP8to9W Homo sapiens cDNA clone IMAGE:1 722702 3' 
similar to SW:T2D3JDROME P 49846 TRANSCRIPTION INITIATION FACTOR TFIID 85 KD SUBUNIT ; 


Homo sapiens eosinophil peroxidase (EPP) gene, exon 7 | 


oh68a09.yS NCl_CGAP_Kid5 Homo sapiens cDNA clone IMAGE:1472152 5' similar to gb:M18512 IG 
HEAVY CHAIN PRECURSOR V-l REGION (HUMAN); 


Homo sapiens Sp4 transcription factor (SP4), mRNA | 


602118928F1 NIH _MGC_56 Homo sapiens cDNA clone IMAGE:4276254 5' | 


AU134406 OVARC1 Homo sapiens cDNA clone OVARC1001894 5' | 


AU1 34406 OVARC1 Homo sapiens cDNA clone OVARC1 001 894 5' | 


601061 489F1 NIH JvlGCjIO Homo sapiens cDNA clone IMAGE:3447839 5' , | 


6011 05891 F1 NIHJVIGCJ5 Homo sapiens cDNA clone IMAGE:298831 OS' | 


602071 372F1 NCI_CGAP_Bm84 Homo sapiens cDNA clone IMAGE:421 4272 5" | 


602071 372F1 NCI_CGAP_Brn64 Homo sapiens cDNA clone 1MAGE:4214272 6' | 


Homo sapiens Bloom syndrome (BLM) mRNA | 


Homo sapiens mRNA ibr KIAA0466 protein, partial cds | 


Homo sapiens mRNA for KIAA0466 protein, partial cds | 


Homo sapiens ciliary dynein heavy chain 9 (DNAH9) mRNA, complete cds | 


Homo sapiens ciliary dynein heavy chain 9 (DNAH9) mRNA, complete cds | 


Human gene for dihydrolipoamide succinyltransferase. complete cds (exon 1-15) | 


Human gene for dihydrolipoamide succinyltransferase, complete cds (exon 1-15) | 


Top Hit 
Database 
Source 


NT | 


ESTJHUMAN | 


NT | 


ESTJHUMAN | 


NT | 


NT . | 


NT | 


NT | 


z 

i 

D 
X 

LU 


EST HUMAN 


ESTJHUMAN | 


EST_HUMAN | 


EST HUMAN 


NT | 


ESTJHUMAN 


NT | 


ESTJHUMAN | 


ESTJHUMAN | 


EST_HUMAN *j 


ESTJHUMAN | 


ESTJHUMAN | 


ESTJHUMAN | 


EST_HUMAN | 


NT | 


NT | 


NT 


NT j 


NT 


NT 


NT 


Top HitAcession 
No. 


AF137286.1 | 


AI934954.1 | 


9256579 1 


BE931080.1 | 


i 

LL 
< 


AF1 82034.1 | 


X56163.1 | 


X56163.1 | 


BE675498.1 | 


BE220753.1 


BE794412.1 | 


BE794412.1 . | 


ri 

§ 

• < 


M29908.1 | 


A1791 363.1 


11421036| 


to 

£ 

CQ 


AU 134406.1 | 


5 

i 

CO 

5 
< 


BE538857.1 | 


BE292784.1 | 


BF526328.1 | 


BF526328.1 | 


4557364| 


AB007935.1 | 


ui 

8 

o 

< 


AF257737.1 | 


AF257737.1 | 


D26535.1 | 


D26535.1 I 


Most Similar 
(Top) Hit 
BLAST E 
Value 


O.OE+00 j 


O.OE+00 1 


0.0E+00 1 


o 

? 
UJ 

o 
d 


00+30*0 | 


O.OE+00 1 


O.OE+00 1 


0.OE+O0 1 


O.OE+00| 


O.OE+00 


0.0E+O0 1 


O.OE+00 1 


O.OE+00 


O.0E+00 1 


i O.OE+00 


O.OE+00 1 


00+300 | 


O.OE+00 1 


O.OE+00] 


O.OE+00 1 


O.OE+00 1 


0.0E+O0) 


O.OE+00 1 


0.0E+00 1 


0.0E+00| 


0.0E+00I 


0.0E+O0 1 


0.0E+O0| 


O.OE+00 1 


0.0E+00I 


Expression 
Signal 


2.03| 


CO 


CN 


4.04| 


CO 

CD 

eg 


CO 

o 
tM 


32.34 1 


32.34 1 


8.37| 


1.72 


1.69| 


1.69| 


0.63 


18.78| 


0.56 


4.25| 


,.72| 


0.77| 


0.77| 


0.64| 


1.22| 


2.05] 


. 2.05! 


2.311 


1.03| 


1.03] 


• 4.25| 


4.25 1 


CO 


1.18| 


ORF SEQ 
ID NO: 


31182| 


31322| 


31325| 


31340| 


31344| 


31345| 


31354| 


31355| 


31470| 


31471 


31472| 


31473| 


31474 


31477| 


31480 


31488| 




31499| 


31 500 1 


31507| 


31 533 | 


31539| 


31540| 


33350 1 


31567) 


31568 


31572| 


31573 


31569 


31 590 1 


Exon 
SEQ ID 

NO: 


18430 


S 

s 


18454 


S 

3 


18473| 


18473| 


18480! 


16480| 


o 
>o 
in 
00 


18560 


16561 1 


18561| 


§ 

CO 


18566| 


16570 


25639 1 


18588 


§ 

CO 


§ 

oo 


CO 


18604 


18609| 


o 

1 


$ 


18630 


o 

§ 


18633 


18633 


18647 


18647 


Probe 
SEQ ID 

NO: 


| 5324 | 


| 5346] 


o> 


| 5364] 


| 5368 1 


| 5368| 


| 5376| 


! 5376 1 


r- 

IO 

s 


5458 


i 5459| 


i 5459| 


o 

$ 


! 5464 1 


| 
ui 


I 5478 


| 54 88 1 


8 

a 


| 5489] 


ui 


5504 


§ 

in 


| 5509 | 


t 5529] 


| 5532| 


| 5532| 


| 5536 1 


| 5536 | 


| 5550 | 


| 5 5 50 1 



515/546 



WO 01/57276 



PCT/USO 1/00668 



■ 

Top Hit Descriptor 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1), mRNA | 


1 

£ 

tr 
E 

14 

5 
1 

X 


HUM418D05B Clontech human fetal brain pdyA+ mRNA (#6535) Homo sapiens cDNA clone GEN-418D05 
5' 


HUM418D05B Clontech human fetal brain pdyA+ mRNA (#6535) Homo sapiens cDNA clone GEN-418D05 
5' 


60204 2322F1 NCI_CGAP_Bm67 Homo sapiens cDNA clone IMAGE:41 79988 5' \ 


602042322F1 NCLCGAP_Bm67 Homo sapiens cDN A clone IMAGE:41 79988 5' [ 


601897658F1 NIH_MGC_19 Homo sapiens cDNA clone IMAGE:4126815 5' | 


Homo sapiens calcium channel, voltage-dependent, alpha 1G subunit (CACNA1 G), mRNA | 


wo95b02.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2463051 3' similar to TRO75054 
075054 K1AA0466 PROTEIN ; 


wo95b02.x1 NCI_CGAP_Kid11 Homo sapiens cDNA clone IMAGE:2463051 3' similar to TR:O75054 
075054 KIAA0466 PROTEIN ; , ; 


601 150252F1 NIH_MGC_19 Homo sapiens cDNA clone )MAGE:3502909 5' | 


MRO-SN0037-030400-001-hQ7 SN0037 Homo sapiens cDNA [ 


601 105291 F1 NIH_MGC_1 5 Homo sapiens cDNA clone IMAGE:2987903 5' | 


601 105291 F1 NIHMGCJ 5 Homo sapiens cDNA clone IMAGE:2987903 5' | 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1 ), mRNA | 


Homo sapiens olfactory receptor, family 2, subfamily F, member 1 (OR2F1 ), mRNA | 


Homo sapiens very long-chain acyl-CoA synthetase homolog 1 mRNA, complete cda | 


Homo sapiens very long-chain acyl-CoA synthetase homolog 1 mRNA, complete cds j 


Homo sapiens Surf-5 and Surf-6 genes | 


Homo sapiens Surf-5 and Surf-6 genes | 


qf94g10.x1 Soares_placenta_8to9weeks_2NbHP8to9W Homo sapiens cDNA clone IMAGE:1 757730 3" 
similar to SW:CADC_HUMAN P55289 BRAIN-CADHERIN PRECURSOR ; 


EST02238 Fetal brain, Stratagene (cat#836206) Homo sapiens cDN A clone H FBCM48 J 


UI-HF-BLO-adh-d-02-0-Ul.r1 NIHJv1GC_37 Homo sapiens cDNA clone IMAGE:3061658 5' | 


H.sapiens isoform 1 gene for L-type calcium channel, exon 14 adnd 15 | 


PM3-CT0263-091 299-007-h05 CT0263 Homo sapiens cDN A I 


PM3-CT0263-091 299-007-h05 CT0263 Homo sapiens cDNA ] 


< 
Z 

a 

o 

W 

s 

1 

I 
§ 

in 

5 
9 

1 

ti 

CL 


Homo sapiens mRNA for neurexin II, complete cds | 


m 

"5 
1 

Q. 
C 

1 

3 

C 

2 

OC 
E 
« 
c 

f 
I 

a 
X 


Top Hit 
Database 
Source 


NT | 


NT I 


EST HUMAN 


EST HUMAN 


EST_HUMAN | 


§ 

X 

S 


ESTJHUMAN | 


NT | 


EST HUMAN 


I 


ESTJHUMAN | 


ESTJHUMAN | 


ESTJHUMAN | 


EST HUMAN | 


NT 


NT 


NT | 


NT | 


NT | 


NT | 


EST HUMAN 


ESTJHUMAN | 


EST_HUMAN | 


NT | 


ESTJHUMAN | 


EST_HUMAN | 


EST_HUMAN | 


NT | 


NT 




20819 














5? 














2081 9 | 


20819 




























Top Hit Act 
No. 




Z38133.1 


D61 564.1 


D61564.1 


BF529931.1 


BF529931.1 


BF313139.1 




AI928181.1 


AI928181.1 


BE260777.1 


AW867316. 


1 

CQ 


i 
1 

CQ 






AF064254.1 


AF064254.1 


AJ224639.1 


AJ224639.1 


AM 9851 5.1 


M85719.1 


AW405472. 


226269.1 


AW361877. 


AW361877. 


AW361877. 


ABD35266.' 


AB035266.' 


MosI Similar 
(Top) Hit 
BLAST E 
Value 


O.OE+00 1 


O.OEtOOl 


O.OE+00 


0.0E+00 


o.oe+oo! 


O.OE+OOl 


. 0.0E+00 1 


O.OE+OOl 


00+300 


00+300 


0.0E+00| 


O.OE+00 1 


O.OE+00 1 


O.OE+OOl 


O.OE+OOl 


O.OE+00 1 


O.OE+OOl 


0.0E+OO| 


o 
¥ 

Ul 
o 
d 


O.OE+OOl 


O.OE+00 


O.OE+OOl 


O.OE+OOl 


O.OE+OOl 


O.OE+OOl 


O.OE+OOl 


O.OE+00 1 


O.OE+OOl 


O.OE+00 1 


Expression . 
Signal 


co 


1.S5I 


0.87 


0.87 


to 


3.21| 


2.24| 


3.88| 


t^. 
in 
d 


0.57 


1.24] 


7.42| 


241 1 


2.41) 


1.79| 


1.7fl| 




CO 


ol 


2.98 1 


N. 

d 


7.46| 


5.85| 


■ 1.191 


1.87| 


1.87| 


1.87| 


0.64| 


0.64| 


ORF SEQ 
ID NO: 


31 623 | 


31629| 


31655 


31656 


31660| 


31661| 


31665| 


31863| 


31881 


31882 


in 

8 

CO 




31 932 | 


31933| 


31955| 


31956] 


31 964 | 


in 

co 


31975| 


31976| 


32007 


3201 3 | 


32022 1 


32032| 


32042] 


32043| 


32044| 


32047j 


32048 1 


Exon 
SEQ ID 
NO: 


18663| 


§ 

CO 


18687 


18687 


0698 L | 




18695| 


18706| 


18722 


18722 


18740) 


CO 


18763 1 


18763| 


18784| 


18784 1 


18792| 


18792 1 


18799| 


§ 
co 


§ 

CO 


18833| 


18840) 


18852| 


13863! 


18863| 


18863| 




S 

3 


Probe 
SEQ ID 
NO: 


| 5566| 


5572 


5591 


5591 


5594 


5594 


5599| 


5610 1 


5626 


5628 


I 5644 1 


5653 1 


5668 




O) 


5689 1 


5697 


5697 


O 

m 


5704| 


5735 


1 5739] 


| 5746| 


! 5759 1 


5771 


! 5771| 


I 5771| 


5774 


| 5774| 



516/546 



WO 01/57276 



PCT/USO 1/00668 



Top Hit Descriptor 


Human beta-prime-adapfln (BAM22) gene, exon 1 3 | 


Homo sapiens mRNA for KIAA1641 protein, partial cds | 


HA1435 Human fetal liver cDNA library Homo sapiens cDNA | 


zp95b1 1 .M Stratagene muscle 937209 Homo sapiens cDNA clone IMAGE.627933 5' similar to gb:X03740 
MYOSIN HEAVY CHAIN, SKELETAL MUSCLE (HUMAN); 


Homo sapiens KVLQT1 gene | 


Homo sapiens KVLQT1 gene | 


HA2981 Human fetal liver cDNA library Homo sapiens cDNA | 


Homo sapiens protocadherin beta 2 (PCDHB2), mRNA | 


601 584032F1 NIH_MGC_7 Homo sapiens cDNA clone IMAGE:3938551 5' | 


Homo sapiens amiloride-senstUve cation channel 1 , neuronal (degenerin) (ACCN1 ), mRNA | 


601 3451 41 F1 NIH_MGC_8 Homo sapiens cDNA clone IMAGE:3677843 S' | 


Mus musculus aczonln (Acz), mRNA | 


Human L-type calcium channel beta-1 subunit (CACNLB1) gene, exon 13B and isoform beta-1 B, complete 
cds 


Human L-type calcium channel beta-1 subunit (CACNLB1) gene, exon 13B and isoform beta-IB, complete 
cds 


602036272F1 NCLCGAP_Bm64 Homo sapiens cDNA clone IMAGE:41 84321 5' | 


Homo sapiens calcium channel gamma 5 subunit (CACNG5) gene, exon 4 and complete cds | 


to 

§ 

CO 
CO 

< 
2 
u 

5 

o 

c 

t) 

CL 

S 

I 

X 
T 

o 
o 

2 ( 
X 

z 

LL 
CM 

§ 


hz83d11 j(1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3214581 3' similar to TR:Q62084 Q82084 
PHOSPHOLIPASE C NEIGHBORING ; 


Ed 

CD 

o 
o 

§ 

1 

2 

a 

s 

o 

1 

w 
c 
<u 
a. 

8 

1 

X 

ID 

o 

s f 

X 

z 

IL 
CM 

1 


CO 
CO 

$ 

CO 

i 

g 

u 

< 

« 
c 
<u 

a. 

s 

X 

!• 
1 

sz 
Z 

8 

CO 

1 


Homo sapiens cadherin 20 (CDH20) mRNA. complete cds | 


RC5-ET0027-210600-022-G10 ET0027 Homo sapiens cDNA | 


ib 

8 

i 

CO 
UJ 

1 

« 
c 

o 
u 

< 

z 

t 

i 

X 

B 

o 

% 

X 

z 

§ 

s 

8 


Homo sapiens KIAA0851 gene (partial). XT3 gene and LZTFL1 gene | 


7d72e11.x1 NCI_CGAPJ-u24 Homo sapiens cDNA clone IMAGE:3278540 3' similar to SW;DAX1_HUMAN 
P51843 ORPHAN NUCLEAR RECEPTOR DAX-1. [1] ; 


7d72e11.x1 NCI_CGAP_Lu24 Homo sapiens cDNA clone IMAGE:3278540 3' simflar to SW:DAX1 JHUMAN 
P51843 ORPHAN NUCLEAR RECEPTOR DAX-1. [1] ; 


Xp65f03.x1 NCI_CGAP_Ov39 Homo sapiens cDNA clone IMAGE:274524S 3' similar to TR:P78335 P7833S 
GUANYLATE KINASE ASSOCIATED PROTEIN. ; 


Top Hit 
Database 
Source 


NT | 


NT | 


EST_HUMAN | 


ESTJHUMAN 


NT | 


NT I 


EST_HUMAN | 


NT | 


ESTJHUMAN | 


NT | 


ESTJHUMAN | 


NT 1 


NT 


NT 


§ 

i 

V— 

S3 


NT I 


ESTJHUMAN | 


EST HUMAN 


ESTJHUMAN | 


EST_HUMAN | 


NT | 


ESTJHUMAN | 


ESTJHUMAN | 


NT | 


EST HUMAN 


EST HUMAN 


EST JW MAN 


Top HitAcession 
No. 


U36261.1 | 


AB046861.1 | 


AI1 14826.1 | 


AA1 95905.1 


AJ0O6345.1 | 


AJ006345.1 | 


AI207616.1 | 


11416801| 


BE791 173.1 | 


1 
1 


I 


10048478| 


U86961.1 


8 

00 


BF338835.1 | 


AF1 42621.1 | 


BE273983.1 | 


BE503096.1 


BF569905.1 | 


AA454642.1 ' I 


AF21 7289.1 | 


BE828144.1 | 


UJ 

m 


AJ289880.1 | 


i 
e 

UJ 

GO 


i 
g 

UJ 

ca 


AW276760.1 


Most Similar 
(Top) Hit 
BLAST E 
Value 


O.OE+OOl 


O.OE+00] 


0.0E+00 1 


O.OE+00 


O.OE+OOl 


O.OE+OOl 


O.OE+OOl 


0.0E+00| 


O.OE+00 1 


0.0E+00| 


O.OE+OOl 


0.0E+0O| 


O.OE+00 


O.OE+00 


O.OE+OOl 


O.OE+00 1 


O.OE+00 


O.OE+00 


O.OE+OOl 


O.OE+OOl 


00+30*0 | 


O.OE+00 1 


O.OE+00 1 


O.OE+00 


O.OE+00 


O.OE+00 


0.0E+00 


Expression 
Signal 


CM 


1.1 3| 


0.53| 


rti 


1.22| 


1.22| 


1.32| 


5.12| 


L25I 


1.09| 


7.69 


1.33| 


3.06 


3.06 


1.811 


0.97J 


2.82 1 


1.14 


1.79 1 


1.11 


i>. 

CM 

CVI 


2.43| 


0.91| 


0.53] 


0.61 


o 


00 

d 


ORF SEQ 
ID NO: 


32051| 


32084| 


32107| 


32151 


32152) 


32153| 


32165 | 


32182| 


32185| 


32198| 


321991 


32200 | 


32201 


32202 


322221 


32225 1 


CO 


32243 


32249 1 


322531 


32287] 


32289 1 


32294| 


32302 


■ 32315 


32316 


32322 


Exon 
SEQ ID 
NO: 


8 

CO 
CO 


18901 1 


189231 


18962 


18963] 




at 

CO 


18991 | 




90061 


8 

0) 


19008 | 


60061 


60061- 


190281 


CM 

s 

G> 


19033 1 


S 


19048| 


19053 1 


19087] 


19089] 


19094] 


00161 \ 


19113 


19113 


BH61 


Probe 
SEQ ID 
NO: 


I 57761 


| 58111 


I 58331 


5873 


| 5874] 


5874| 


5883] 


5905| 


5910| 


5920 1 


59211 


5922| 


5923 


1 


59421 




5947 1 


s 
s 


1 59631 


1 59681 


( 6004| 


| 6006| 


I 6011] 


| 6017 


6030 


6030 


6035 



517/546 



WO 01/57276 



PCT/USO 1/00668 



Top Hit Descriptor 


601558060F1 NIH_MGC_58 Homo sapiens cDNA clone IMAGE:3827775 5' | 


601 558060 F1 NIH_MGC_58 Homo sapiens cDNA clone IMAGE3827775 5 1 | 


hs34d06.x1 NCI_CGAP_Ktd12 Homo sapiens cDNA clone IMAGE:2875595 3' similar to TR:Q9Z1N3 
Q9Z1N3 MYOSIN-RHOGAP PROTEIN, MYR 7. ; 
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z 

9 
I 

X 

s 

X 
o 

I 

to 

1 

X 

i 

a 


QV4-HTOe94-290900-399-a10 HT0894 Homo sapiens cDNA | 
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£ 
E 
o 
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to 
8 

c3 

CO 

8 

1 

» 
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to 
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o 

§ 

CM* 

a: 
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1 

a 
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2 
§ 

I 

ta 

1 
s 

a 

§ 
X 


601 1 5851 5F1 NIH_MGC_21 Homo sapiens cDNA cbne 1MAGE:3505323 5* | 


601512630F1 NIH JvlGC_71 Homo sapiens cDNA clone IMAGE:391 4238 5" | 


601286320F1 NIH_MGC_44 Homo sapiens cDNA clone IMAGE:3613085 5* | 


IL3-CT0220-1 1 1 1 99-028-E04 CT0220 Homo sapiens cDNA | 


Homo sapiens KIAA0735 gene product; synaptic vesicle protein 2B homolog (KIAA0735), mRNA | 


Homo sapiens KIAA0735 gene product; synaptic vesicle protein 2B homolog (KIAA0735), mRNA | 


601677735F1 NIH_MGC_21 Homo sapiens cDNA clone IMAGE:3960200 5' | 


601677735F1 NIH_MGC_21 Homo sapiens cDNA clone 1MAGE:3960200 5" | 


601677735F1 N IH_MGC_21 Homo sapiens cDNA clone IMAGE:3960200 5* | 


Homo sapiens potassium voltage-gated channel, Shal-related subfamily, member 2 (KCND2), mRNA 


zr40h01.M SoaresJvlhHMPu_S1 Homo sap/ens cDNA clone IMAGE:665905 5' similar to 
SW:YY05_HUMAN P42694 HYPOTHETICAL MYELOID CELL LINE PROTEIN 5. ; 


zr40h01 .r1 Scares Jv!hHMPu_S1 Homo sapiens cDNA clone IMAGE:665905 5' similar to 
SW:YY05_HUMAN P42694 HYPOTHETICAL MYELOID CELL LINE PROTEIN 5. ; 


(9 
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Human T cell surface glycoprotein CD-6 mRNA, complete cds | 
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I 

CN 
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4 
in 
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i 

8 
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RC3-CT0254-1 10300-027-a09 CT0254 Homo sapiens cDNA | 


601 1 14823F1 NIH_MGC_16 Homo sapiens cDNA clone 1MAGE:3355565 5* | 
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i 

0 

§ 

1 
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8: 
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s 
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Human neurofibromatosis type 1 (NF-1 ) mRNA, 3* end of cds | 


601236276F1 NIH_MGC_44 Homo sapiens cDNA done IMAGE:3608490 5* | 


AU137772 PLACE1 Homo sapiens cDNA clone PLACE1007201 5* | 


Human G protein-coupled receptor GPR-9-6 gene, complete cds | 


Top Hit 
Database 
Source 


ESTJHUMAN | 


ESTJHUMAN | 


ESTJHUMAN 


ESTJHUMAN | 


EST_HUMAN | 


ESTHUMAN | 


ESTJHUMAN | 


NT | 


ESTJHUMAN | 


ESTJHUMAN | 


EST_HUMAN | 


ESTJHUMAN | 


NT | 


NT | 


EST_HUMAN | 


ESTJHUMAN | 


EST HUMAN I 


NT 


EST HUMAN 


5 
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1- 
ft 


NT 


NT 


EST_HUMAN 


ESTJHUMAN 


EST_HUMAN 


EST HUMAN 


NT 


EST HUMAN 


ESTJHUMAN 


NT 


Top Hit Acession 
No. 


BF03174Z1 | 


BF031 742.1 | 


AW470846.1 


BF1 55670.1 | 


BF1 55670.1 | 


W33069.1 | 


§ 

o 

CO 
CO 


AF012618.1 | 


BE280197.1 | 
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a 
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m 


BE368673.1 | 


AW752848.1 | 


11433071| 


11433071| 


BE901 608.1 | 


00 
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BE901 608.1 | 
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AA193506.1 
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U34625.1 | 
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H 


AW853983.1 | 


AW 853983.1 | 


BE258330.1 


LU 
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M38107.1 


BE379007.1 


AU13777Z1 


U45982.1 


Most Similar 
(Top) Hit 
BLAST E 
i Value 


O.OE+00] 
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O.OE+00 1 


0.0E+00 1 
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O.OE+00 1 
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00+30 0 | 
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0.0E+00 
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0.67 1 
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1.27 


0.95| 


0.95j 
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1.36| 


2.28 1 


3 

oi 


2.31| 
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1.46| 
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ORFSEQ 
ID NO: 
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32388| 
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324121 
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Exon 
SEQ ID 
NO: 
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19153| 
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S 
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19230| 
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1 


19281| 
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19327 
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Probe 
SEQID 

NO: 


| 6047| 


1 6047] 


6059 


6072 1 


6072| 


0809 | 


0809 | 


60811 


6084 1 




6093 1 


| 6109| 


| 6112| 


\ 6112| 


| 6113| 


I 61 13| 


| 6113| 


6129 


6132 


I 6I32I 


1 61551 


1 6155] 


I 61571 


I 6157 


| 6197 


1 6207 


| 6217 


I 6254 
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| 6282 



518/546 



WO 01/57276 



PCT/USO 1/00668 




519/546 



WO 01/57276 



PCT/US01/00668 



1 

Top Hrt Descriptor 


MR0-BT0264-221 199-002-fl 1 BT0264 Homo sapiens cDNA | 


Homo sapiens Achaete-Scute homologue 2 (ASCL2) gene, complete cds | 


AU1 19245 HEMBA1 Homo sapiens cDNA clone HEMBA1 005360 5' | 


AU1 1 9245 HEMBA1 Homo sapiens cDNA clone HEMBA1 005360 5' | 


601 46871 2F1 NIH_MGC_67 Homo sapiens cDNA clone IMAGE:3871899 5* | 


H.saplens germline immunoglobulin heavy chain, variable region, (13-2) | 
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601 105344F1 NIH_MGC_15 Homo sapiens cDNA clone IMAGE:2987963 5' | 


601 105344F1 NIH_MGC_15 Homo sapiens cDNA clone IMAGE:2987963 5' | 


601443175F1 NIH_MGC_65 Homo sapiens cDNA clone IMAGE:3847291 5' | 
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AV71 9444 GLC Homo sapiens cDNA clone GLCEHC06 5' • | 


601681150F1 NlH_MGC_9 Homo sapiens cDNA clone IMAGE:3951301 5' | 


601681 1 50F1 NIH_MGC_9 Homo sapiens cDNA clone IMAGE:3951301 5' | 


Homo sapiens low voltage-activated T-*ype calcium channel alpha 1 G splice variant CavT.la (CACNA1 G) 
mRN A, complete cds 


Homo sapiens tuberin (TSC2) gene, exons 38, 39, 40 and 41 | 


Homo sapiens transformstiori/transcription domain-associated protein (TRRAP), mRIMA | 


au96h08.y1 Schneider fetal brain 00004 Homo sapiens cDNA clone IMAGE:27841 59 5" similar to 
TR:01 5390 01 5390 GT24. [3] TR:O43840 TR:O43206 ; 


au96h08.y1 Schneider fetal brain 00004 Homo sapiens cDNA clone IMAGE:27841 59 5' similar to 
TR:01 5390 01 5390 GT24. [3] TR:O43840 TR:O43206 ; 


zb20eO6.n Soares_feta)Jung_NbHL19W Homo sapiens cDNA clone IMAGE:302626 5* similar to 
SW:ZN45_HUMAN Q02386 ZINC FINGER PROTEIN 45 ; 


zb20e06.r1 Soares_fetBJJung_NbHL19W Homo sapiens cDNA clone 1MAGE:302626 5' similar to 
SW:ZN45_HUMAN Q02386 ZINC FINGER PROTEIN 45 ; 


601 589371 F1 NlH_MGC_7 Homo sapiens cDNA clone IMAGE:3943504 5' | 


601 587561 F1 N IH_MGC_7 Homo sapiens cDNA clone IMAGE.3941 847 5' | 


QV1-GN0065-1 40800-31 8-h02 GN0065 Homo sapiens cDNA | 


QV1-GN0065-1 40800-31 8-h02 GN0065 Homo sapiens cDNA | 


601512058F1 NIH_MGC_71 Homo sapiens cDNA clone IMAGE:3913311 5* | 


601512058F1 NlH_MGC_71 Homo sapiens cDNA clone IMAGE:3913311 5' j 


Human antigen CD27 gene, exons 1-2 | 
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Top HitAcessIon 
No. 
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AU1 19245.1 | 


AU1 19245.1 | 
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BE799873.1 | 


BE767955.1 | 


BE767955.1 | 


BE889813.1 | 


BE889813.1 I 
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(Top) Hit 
BLAST E 
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ORF SEQ 
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32834 1 


l 


32841] 
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32873 | 
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32912| 


32962| 
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32994 1 
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33020 
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33041] 
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I 
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SEQ ID 
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6999 | 
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| 6718' 


| 6727 
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Top Hit Descriptor 


QV3-NT0022-140600-223-f01 NT0022 Homo sapiens cDNA | 


602185852F1 NIH_MGC_45 Homo sapiens cDNA clone tMAGE:4310076 5' [ 


Homo sapiens mRNA for dynein heavy chain (DNAH9 gene) | 


Homo sapiens mRNA for dynein heavy chain (DNAH9 gene) | 


Human type IV sodium channel alpha polypeptide (SCN4A) gene, exon 19 | 
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UI-HF-BR0p-aka-d-10-0-Ul.r1 NlH_MGC_52 Homo sapiens cDNA clone IMAGE:3076290 5' | 


DKFZD434D221 1 j-1 434 (synonym: htes3) Homo sapiens cDNA clone DKFZp434D221 1 5' | 


DKF2p434D221 1_ri 434 (synonym: htes3) Homo sapiens cDNA clone DKFZp434D221 1 5' | 


601889823F1 NIH_MGC_17 Homo sapiens cDNA clone IMAGE:4123948 5' | 


Human chromosome 16 creatine transporter (SLC6A8) and (CDM) paralogous genes, complete cds 


Novel human gene mapping to chomosome 1 3 | 


Homo sapiens mRNA for vascular cadherln-2, complete cds | 


Homo sapiens mRNA for vascular cadherin-2. complete cds | 


AU137738 PLACE 1 Homo sapiens cDNA clone PLACE1007120 5' | 


AU 137738 PLACE1 Homo sapiens cDNA clone PLACEI 0071 20 5' | 


EST366876 MAGE resequences, MAGC Homo sapiens cDNA | 


601 1 1 3958F1 NIH_MGC_1 6 Homo sapiens cDNA clone IMAGE3354566 5' | 


Human type VI sodium channel alpha polypeptide (SCN4A) gene, exon 14 | 


Homo sapiens mRNA for KIAA0466 protein, partial cds | 


Homo sapiens mRNA for KIAA0466 protein, partfal cds | 


AU1 3321 3 NT2RP4 Homo sapiens cDNA clone NT2RP4001 556 5' | 


Homo sapiens membrane protein CH1 (CH1 ), mRNA | 


AU1 43706 Y79AA1 Homo sapiens cDNA clone Y79AA1 002365 5' | 


Homo sapiens netrin 1 (NTN1 ), mRNA | 


60143181 9F1 NIH_MGC_72 Homo sapiens cDNA clone IMAGE:391 71 64 5' | 


60143181 9F1 NIH„MGC_72 Homo sapiens cDNA clone IMAGE:391 7164 5' | 


Homo sapiens keratin 1 2 (KRT1 2) gene, complete cds | 


Homo sapiens keratin 1 2 (KRTl 2) gene, complete cds | 


601 580948F1 NIH_MGC_9 Homo sapiens cDNA clone IMAGE:3929722 5' | 
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Homo sapiens vitamin D (1 ,25- dihydroxyvltamin D3) receptor (VDR), mRNA | 


Homo sapiens vitamin D (1 ,25- dihydroxyvitamin D3) receptor (VDR), mRNA | 
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No. 
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AB007935.1 | 


AU133213.1 | 
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AU 143706.1 ) 


4758839 1 


BE891286.1 | 


BE891 286.1 | 


AF1 37286.1 . | 


AF1 37286.1 | 


BE747231.1 | 


BE747231.1 | 


11436699| 


11436699| 


Most Similar 
(Top) Hit 
BLAST E 
Value 


O.OE+00 1 


O.OE+00 1 


O.OE+00 1 


O.OE+00 1 


0.OE+00I 


0.0E+00| 


0.0E+00| 


0.OE+00I 


o 
? 

% 
d 


O.OE+00| 


0.0E+00 


0.0E+00 1 


O.OE+00| 


O.OE+00 1 


O.0E+O0| 


0.0E+00. 


0.0E+00 1 


O.OE+001 


0.0E+00I 


0.0E+00 1 


O.OE+00 1 


O.OE+00 1 


O.OE+00 1 


O.OE+00 1 


0.0E+00 1 


O.OE+00 1 


§ 

d 


0.0E+00| 


O.OE+OOl 


O.OE+OOl 


O.OE+OOl 


00+30 0 | 


O.OE+001 


Expression 
Signal 


0.57| 


o> 

CO 

rj 


8 
o 


99 0 | 


4.32I 


1.49 


1.49| 


8 

ci 


d 


5.15| 


CD 

rJ 


1.21 1 


0.69| 


0.69 1 


0.68| 


0.68] 


1.23| 




1.23 1 


0.68 1 


0.68 1 


1.38| 






0.96) 


1.34| 


1.34 1 


2.28| 


2.28 1 


d 


d 


4.41 1 




ORF SEQ 
ID NO: 


in 
« 

CO 


33553 | 


33555 1 


33556 | 


33561| 


33565| 


33566| 


33574| 


33575| 


33583 1 


33588 


33312| 


33627| 


33628| 


33634! 


33635 j 


33641 j 


33642) 


33654| 


33664) 


, 33665 1 


33672| 


33692] 




33697| 


337061 


33707| 


31 181 | 


31182| 


33736) 


33737| 


33751 | 


33752| 


Exon 
SEQ ID 
NO: 


2021 e 


20222| 


20224 1 


20224 1 


20228 | 


20232| 


20232] 


20240] 


20240 1 


20249 1 


20254 


20010 1 


i 


20286| 


20291 | 


20291 | 


20297| 


20298| 


20311 | 


20318| 


20318| 


20324) 


20340. 


20345| 


20346 | 


20355| 


203 55| 


18430| 


18430 | 


20386 | 


20386 1 


20399 | 


20399, 


Probe 
SEQ ID 

NO: 


I 7192 


| 7198| 


| 72O0 


| 7200] 


[ 7204 | 


[ 7209| 


\ 7209| 


7218] 


7218| 


7227 


7233 


7275| 


731 5| 


r 73151 


7320 1 


[ 7320] 


CO 

r«. 


7327 


7340 1 




7348 1 


7354 


7370] 


| 7375 1 


7376 1 


7385 


7385) 


7407 1 


7407 1 


[ 7419] 


| 7419] 


| 7432 | 


| 7432 | 
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Top Hit Descriptor 

1 


to 

CO 

R 
o 

8 

o 

£ 

"5 
co 

g 

o 

a 

i 

4) 
S 
O 
< 

to 

§ 
8- 

(0 

o 

§ 

X 

CO 

o 

1' 
3 

Z 

5 * 
* < 


Homo sapiens transient receptor potential channel 5 (TRPC5), mRNA | 


to 

s 

at 

(N 
lij 
0 

| 
o 
o 
o 
< 

z 
.1 

CL 

s 

o 

i 

X 

I 

Zj 

X 

^ 
1 
I 

CO 
IO 


io 

to 
o 

3 

i 

| 

< 
Z 

£ 
f 

i 

X 
in 

o 

O 
5 
X 

z 

LL 
Ul 

s 

§ 
i 


602185808F1 NIH_MGC_45 Homo sapiens cDNA dope IMAGE:43 10256 5' | 


AU129622 NT2RP2 Homo sapiens cDNA done NT2RP2005913 5' | 


to 
o> 

■£ 

o 
to 
2 
CQ 
X 

o 
o 
15 

£ 
s 

1 

I 

m 
E 

1 
| 

1 

.3 
—> 

i 

o 


to 

! 

CO 
X 

s 

.a 

u 

< 
z 

Q 
u 

8 
t 

i 

— j 

"£ 
ai 

! 


Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 3 (ABCA3), mRNA | 


AV758467 BM Homo sapiens cDNA clone BMFBGG05 5' | 


601593156F1 NIH_MGC_9 Homo sapiens cDNA clone IMAGE:3947365 5' | 


\ 

\ 

la 
ta 
to 

c 

3 

CO 

dj 
£ 

o, 

U' 

< 

o 

a) 
'a. 

s 

o 

r 

X 

CD 

O 

o 
s 

X 

z 

il 

8 

i 
§ 


Homo sapiens atrophin-1 interact/ng protein 1; acilvin receptor Interacting protein 1 (KIAA07Q5), mRNA 


Homo sapiens atrophin-1 interacting protein 1; activin receptor interacting protein 1 (KIAA0705), mRNA 


AU120424 HEMBB1 Homo sapiens cDNA clone HEMBB1000655 5' | 


AU1 20424 HEMBB1 Homo sapiens cDNA clone HEMBB1000655 5* | 


nab22c04.x1 Soares_NSF_F8_9W„OT_PA_P_S1 Homo sapiens cDNA clone IM AGE:326321 4 3* similar to 
contains element TAR1 repetitive element ; 


601481713F1 NIH_MGC_68 Homo sapiens cDNA clone IMAGE:3884258 5" ] 


601481 713F1 NIH_MGC_68 Homo sapiens cDNA clone IMAGE:3884258 5' | 


EST368377 MAGE resequences, MAGD Homo sapiens cDNA | 


Homo sapiens psIhHaA pseudogene | 


Homo sapiens similar to ER to nucleus signalling 1 (H. sapiens) (LOC63433), mRNA | 


AU1 17333 HEMBA1 Homo sapiens cDNA clone HEMBA1 001 1 75 5* | 


801 504084F1 NIH_MGC_71 Homo sapiens cDNA clone IMAGE:3905733 5* | 


EST3801 19 MAGE resequences, MAGJ Homo sapiens cDNA | 


HA2043 Human fetal liver cDNA library Homo sapiens cDNA j 


AU133187 NT2RP4 Homo sapiens cDNA done NT2RP4001507 5' | 


601885317F1 NlH_MGC_57 Homo sapiens cDNA clone IMAGE:41 03693 5' | 


601150347F1 NIH_MGC_19 Homo sapiens cDNA clone IMAGE:3503050 5* | 


zo01 C06.M Stratagene colon (#937204) Homo sapiens cDNA done 1MAGE:56641 0 5' | 


Top Hit 
1 Database 
Source 


ESTJHUMAN 


NT | 


EST HUMAN | 


EST_HUMAN | 


ESTJHUMAN | 


EST HUMAN | 


EST_HUMAN | 


EST_HUMAN ] 


NT | 


if 
5 

to 

Ul 


ESTJHUMAN ] 


ESTJHUMAN | 


IN 


NT 


ESTJHUMAN | 


ESTJHUMAN | 


to 

Ul 


5 

D 

5 

to 

UJ 


ESTJHUMAN | 


ESTJHUMAN j 


NT | 


NT 


EST_HUMAN , 


EST HUMAN 


ESTJHUMAN 


EST HUMAN , 


ESTJHUMAN. 


X 
Ul 


EST HUMAN 


ESTJHUMAN 


Top Hit Acession 
No. 


AI825504.1 


6912735| 


N76126.1 | 


BF217905.1 | 


M' 
CD 
CO 

§ 

UL 

CO 


i 

s 

s 
< 


AW069274.1 | 


AW069274.1 | 


45018481 


AV758467.1 | 


BE739870.1 | 


BE73S870.1 | 


6912461 


6912461 


AU120424.1 | 


AU 120424.1 | 


to 

3 

s 

u. 
co 


BE787610.1 | 


BE787610.1 ] 


AW956307.1 | 


Y1 6795.1 | 


11425128| 


AU 11 7333.1 | 


BE61 3963.1 | 


AW968044.1 | 


AI133435.1 | 


AU133187.1 | 


BF21 7200.1 | 


BE313013.1 , 


AA149791.1 | 


Most Similar 
(Top) Hit 
BLAST E 
Value 


O.OE+00 


00+30*0 


0.0E+00 1 


O.OE+00 1 


O.OE+00 j 


O.OE+00 1 


0.0E+00 1 


O.OE+00 1 


0.0E+O0 1 


O.OE+00 1 


O.OE+00 1 


O.OE+00 1 


0.0E+00 


O.OE+00 


0.0E+00 1 


O.OE+00 1 


0.0E+00 


O.OE+00 1 


O.OE+00 1 


O.OE+00 1 


O.OE+00 1 


0.0E+O0 1 


0.0E+O0 1 


0.0E+OO 


O.OE+00 


0.0E+00 


0.0E+00 


O.OE+00 


0.0E+O0 


O.OE+00 


Expression 
Signal 


0.73 


3.09| 


0.96| 


in 


0.53| 


CO 
CO 


0.97| 


0.97| 


CO 

in 

CO 


1.05| 


- 5.84| 


5.84| 


0.88 


0.88 


CO 

pi 


CO 
CO 


2,13 


1.52| 


1.52| 


0.54| 


0.52| 


0.49| 


0.69 1 


0.52] 


4.38 1 


0.75| 


0.64| 


0.55 


0.87| 


1.09| 


ORF SEQ 
ID NO: 


34283 


34292 | 


34296| 


34300] 


34306] 


34311 | 


34338 | 


34339 | 


34341 | 




34350 | 


34351| 


34352 


34353 


s 
S 


34355| 


34381 


34393] 


34394 | 


34437| 


34458 1 


34466) 


34467| 




CN 

i 

to 


34483 1 


34565| 




34620 1 


34635j 


Exon 
SEQ ID 

1 NO: 


20891 


20899| 


20904| 


20910| 


2091 5 | 


20920 | 


25693 | 


CN 


CN 


20955| 


20957 | 


209571 


20958 


s 
g 


20959 1 


20959 1 


20985 


20997| 


20997| 


21 037 | 


21060] 


21066] 


21067| 


21068| 


21083 


21 084 1 


21156| 


21200 


21213J 


21225| 


Probe 
SEQ ID 
NO: 


7950 


| 7958| 


| 7965 | 


| 7971 1 


| 7976 | 


S 


| 8006| 


8006| 


8010| 


| 8017| 


8020] 


. 8020 | 


8021 


8021 


[ 8022| 


| 8022| 


$ 
8 


! 3050] 


| 8060] 


[ 8101 | 


I 81 23 1 


a> 

CO 


I 8130| 


| 8131 | 


| 8146! 


CO 


| 8186] 


| 8231 ! 


| 8244 1 


| 8256 1 
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Top Hit Descriptor 


601 67231 0F1 NIH_MGC_20 Homo sapiens cDNA clone IMAGE3955131 5* | 


ze33h08.M Scares retina N2&4HR Homo sapiens cDNA clone IMAGE:360831 5' | 


601305658F1 NIH_MGC_39 Homo sapiens cDNA clone IMAGE:3639903 5' , | 


Human amyloid-beta protein (APP) gene, exon 1 1 | 


Human amyloid-beta protein (APP) gene, exon 1 1 [ 


bb34d02.y1 NIH MGC 10 Homo sapiens cDNA cfone IMAGE:2985123 5' similar to TR:064652 064652 
F17K2.26 PROTEIN. ; 


bb34d02.y1 NIH_MGC_10 Homo sapiens cDNA clone IMAGE:2985123 5* similar to TR:064652 064652 
F17K2.26 PROTEIN. ; 


Zt81b04.r1 Stratagene schizo brain S1 1 Homo sapiens cDNA clone IMAGE:728719 5' similar to TR:G300482 
G300482 POL=REVERSE TRANSCRIPTASE HOMOLOG {RETROVIRAL ELEMENT} ; 


MRO-ST0031 -061 099-003-a1 1 ST0031 Homo sapiens cDNA | 


Homo sapiens mRNA for KIAA0884 protein, partial cds | 


AU1 42402 Y79AA1 Homo sapiens cDNA clone Y79AA1 000277 5' | 


to 

CO 

CO 
CO 

lii 
O 

i 
1 

o 

z 

O 
o 
w 
c 
o 

» 
0 

i 

3 

O 
O 

3 

2 
IL 

CO 

§ 


601 285550F1 NIH_MGC44 Homo sapiens cDNA done IMAGE:3607237 5' | 


Homo sapiens killer cell immunoglobulln-like receptor, two domains, short cytoplasmic tail, 1 (KIR2DS1 ), 
mRNA 


In 

CO 

§ 

to 
lii 
O 
< 

CO 

c 

o 
o 
< 

2 
Q 
o 

M 
C 
V 

f 

o 
E 
o 
X 

3 

e» 

X 

z 

1 

1 

to 

i 

r 

o 

3 
fl 


io 

CO 
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CO 
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1 

ffi 

tz 
o 
o 

a 

o 

M 
C 
V 

f 

o 

§ 

X 

CD 

X 
2 

n 

1 

I 

r 

i 


602153008F1 NIH_MGC_81 Homo sapiens cDNA clone IMAGE:4294128 5' | 


AU134114 OVARC1 Homo sapiens cDNA clone OVARC1001296 5' | 


io 
c5 

lii 

1 

CO 

c 
o 
o 

< 

2 

a 

o 

CO 

s 

f 

o 
E 
o 
X 

i 

5 

§ 

u 
a 

2 

1 

o 

CO 


in 

IS 

CN 

iii 

1 
I 

< 
z 

«3 

to 

s 

f 

a 
E 
o 
X 

1 

CD 

a. 

$ 

o 

2 

1 


DKFZp761 P092_r1 761 (synonym: hamy2) Homo sapiens cDNA clone DKFZp761 P092 5' | 


DKFZp761 P092_r1 761 (synonym: hamy2) Homo sapiens cDNA clone DKFZp76lP092 5' [ 


601 485254F1 NIH_MGC_69 Homo sapiens cDNA clone IMAGE:3887773 5' ) 


UI-HF-BNO-akJ-f-01-0-Ul.r1 NIH_MGC_50 Homo sapiens cDNA clone IMAGE:3077496 5' | 


au93b08jd Schneider fetal brain 00004 Homo sapiens cDNA clone IMAGE:2783799 3' similar to 
TR:O60463 060463 TYPE-2 PHOSPHATIDIC ACID PHOSPHOHYDROLASE. [1] ; 


xa07d12jd Soares_NFL_T_GBC_S1 Homo sapiens cDNA clone IMAGE;2567639 3' similar to contains 
element OFR repetitive element ; 


Homo sapiens centrosomal protein 2 (CEP2), mRNA | 


za36d05.r1 Scares fetal liver spleen 1 N FLS Homo sapiens cDNA clone IMAGE:294633 5' | 


~ to © 

*P 


_HUMAN j 


JHUMAN | 


JHUMAN | 






' HUMAN 


' HUMAN 


' HUMAN 


_HUMAN | 




i 

*> 


JHUMAN | 


_HUMAN | 




_HUMAN | 


_HUMAN | 


_HUMAN | 


JHUMAN | 


_HUMAN | 


JHUMAN | 


_HUMAN | 


JHUMAN | 


_HUMAN | 


§ 


■ HUMAN 


i 

X 




.HUMAN | 




ESI 


ESI 


ESI 


NT 


NT 


ESI 


ESI 


r~ 

CO 

m 




NT 








NT 


LS3 


ESI 








r- 

w 

UJ 




ESI 




£3 


r- 

CO 
LU 


LS3 


i- 

2 


ESI 


Top Hit Acession 
No. 


BF026628.1 | 


AA017021.1 | 


BE736046.1 | 


M34872.1 | 


M34872.1 | 


AW674581.1 


AW674581.1 


AA397551.1 


AW387131.1 | 


l 

s 


i 
I 


BE388421.1 | 


BE388421.1 | 


7657276 


W 95278.1 | 


1 

CD 

5 


BF673096.1 | 


AU134114.1 | 


to 

1! 

CO 


BF525534.1 | 


AL1 201 24.1 | 


AL1 201 24.1 j 


i 

oo 
LU 

m 


AW 500549.1 | 


AW157233.1 


AW072395.1 


114217221 


W01616.1 | 


Most Similar 
(Top) Hit 
BLAST E 
Value 

i 


0.OE+00| 


O.OE+00| 


O.OE+OOl 


O.OE+00| 


0.0E+00I 


0.0E+00 


O.OE+00 


O.OE+00 


O.OE+OOl 


O.OE+00| 


O.OE+00| 


0.0E+00I 


0.OE+00I 


0.OE+00 


O.OE+00 1 


00+300 


0.OE+00| 


O.OE+OOl 


O.OE+OOl 


O.OE+00 1 


o 

s 

© 
d 


O.OE+OOl 


O.OE+00 1 


0.0E+O0| 


0.0E+00 


00+300 


O.OE+OOj 


O.OE+00 1 


Expression 
Signal 


0,88 1 


0.52| 


2.26| 


ol 


2.42| 


0.74 


0.74 


2.47 


0.92| 


0.62| 


7.99| 


CN| 


1.12| 


0.49 


0.92 1 


0.92| 


17.98 1 


0.95 1 






to 
CD 


S 






10.07 


0.67 


1.06| 


0.83 1 


O 


4648 


CN 


4680 


i 


34696| 


r»» 

CM 

r*. 

'■I- 


I4728 


I4734 


4735 




4737 




4742 


4756 


4758 


4759 






4776 


4777 


O 
CO 


4811 




4881 


CO 

% 


§ 
i 


4926 


§ 


8 9 










to 












CO 




CO 


CO 










CO 


CO 














CO 


1 

Exon 

SEQ ID 
NO: 


21237| 


21250| 


21268| 


21283| 


21 283 | 


21313 


21313 


21320 


21322| 


21325| 


n 

CO 

fi 


21330| 


21 330 | 


21345 


21347| 


21347| 


21349| 


21353] 


21 367 | 


21367| 


21 399 1 


21399| 


214421 


21465| 


21473 


21491 


21 509 | 


21512| 


Probe 
SEQ ID 
NO: 


| 8268 


i 


| 6299 


| 8314 


i 8314 


8344 


8344 


8351 


8353| 


| 8356 1 


| 8357 1 


i 8361] 


| 8361 | 


8376 


I 8378 | 


| 8378| 




8384] 


| 8398 | 




| 8430 | 


| 8430] 


| 8473| 


| 8497| 


8505 


co 


3 

co 


[ 8544 
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Top Hit Descriptor 


2822701 .5prtme NIH_MGC_7 Homo sapiens cDNA clone IMAGE:2S22701 5' | 


2822701 .Sprime NIH_MGC_7 Homo sapiens cDNA clone IMAGE:2822701 5' j 


Homo sapiens mitogen-ecthrated protein kinase kinase kinase 13 (MAP3K13), mRNA | 


Homo sapiens mttogen-acth/ated protein kinase kinase kinase 1 3 (MAP3K1 3), mRNA | 


Human zinc finger protein (ZNF165), gene, exons 2 and 3 | 


Human zfnc finger protein (ZNF165), gene, exons 2 end 3 | 


Homo sapiens NESP55, GNAS1 antisense (partial) and XLalphas (partial) genes . | 


H.sapiens mRNA for gamma-glutamyltransferase | 


CO 

m 

1 
it 
c 

fi 

■X 
E 

,3 

< 
z 

£ 

CL 

s 

X 


H.sapiens mRNA for gamma-glutamyltransferase [ 


a 

< 
Z 

a: 
E 
«? 
0. 
-c 

s 

4= 

1 
c 

*3 
XI 

Si 

? 

3 

C 

i 
3 

X 


Homo sapiens cep250 centrosome associated protein mRNA, complete cds | 


Homo sapiens cep250 centrosome associated protein mRNA, complete cd3 | 


AU1 31671 NT2RP3 Homo sapiens cDNA clone NT2RP3003016 5' | 


Homo sapiens Immunoglobulin superfamily, member 2 (IGSF2), mRNA | 


xc46e01 jtl NCI_CGAP_Ut1 Homo sapiens cDNA clone IMAGE:2707032 3* similar to gb:M141 23_cds4 
RETROVIRUS-RELATED POL POLYPROTEIN (HUMAN); 


in 

CM 

§ 

r- 
co 
to 
ui 
O 
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< 

z 

0 

•I 
s 

§ 

0 
X 

to 
X 

z 

LL 

Si 
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HUM084C02B Clontech human fetal brain polyA+ mRNA (#8535) Homo sapiens cDNA clone GEN-084C02 
5* 


601236488F1 NIH JvtGC_44 Homo sapiens cDNA clone IMAGE:3608709 5' | 


Zt32e04.r1 Scares ovary tumor NdHOT Homo saptens cDNA clone IMAGE.724Q62 5' | 


601900571F1 NIH_MGCJ9 Homo sapiens cDNA clone 1MAGE:4129744 5' | 


Homo sapiens leukocyte Immunoglobulin-iike receptor, subfamily B (with TM and ITIM domains), member 3 
(ULRB3), mRNA 


co 
00 

CM 
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1 

CO 
C 
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u 
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X 

CO 

CO 
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z 

0 

OJ 
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3 
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D 


UI-H-BI1 -adr-o-12-0-Ul.s1 NCI_CGAP_Sub3 Homo sapiens cDNA clone 1MAGE:271 7687 3' ( 


3 
0 
10 

0 
of 

1- 
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E 
0 
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lii 
O 

i 

CO 

1 

< 
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a 
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1 

O in 

ii 

n 
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15 


CM1-TN0141-250900-439-b08 TN0141 Homo sapiens cDNA | 


Homo sapiens chromosome 21 segment HS21 C1 01 | 


601 1 50051 F1 NIH_MGC_19 Homo sapiens cDNA clone IMAGE:3502836 5' 1 


602127664F1 NIH_MGC_56 Homo sapiens cDNA clone IMAGE:4284542 5' | 


602127694F1 NIH>IGC_56 Homo sapiens cDNA clone IMAGE:4284542 5' [ 


Top Hit 
Database 
Source 


ESTJHUMAN | 


EST_HUMAN | 


NT | 


I- 
z 


NT | 


NT | 


NT | 


NT | 


NT | 


NT | 


NT • | 


NT | 


NT - ] 


ESTJHUMAN | 


NT | 


EST HUMAN 


z 

i 

X 
LU 


EST HUMAN 


EST_HUMAN | 


ESTJHUMAN | 


z 

i 

X 

t- 

co 

LU 


NT 


Z 

3 

I' 


ESTJHUMAN. | 


Z 

i 

X 

& 

UJ 


ESTJHUMAN | 


NT | 


ESTJHUMAN | 


EST_HUMAN | 


n 

CO 
LU 


TopHitAcession 
No. 


AW245765.1 | 


AW245765.1 | 


m 

s 


4758695 | 


U 88084.1 | 


U88084.1 | 


AJ251 760.1 | 


X9S922.1 | 






U82979.1 | 


AF022655.1 | 


AF022655.1 | 


AU1 31671.1 | 


11426572| 


AW513513.1 


BE783232.1 | 


D 52650.1 


in 

to 
LU 

m 


AA410545.1 | 


I 

CO 
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m 


11424387 


AW1 39673.1 | 


AW1 39673.1 | 


d 
to 

< 


i 
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m 


AL163301.2 | 


BE2602721 | 


BF700165.1 | 


BF700165.1 


Most Similar 
(Jop) Hit 
BLAST E 
Value 


0.0E+0O| 


0.0E+OO| 


O.OE+00 1 


0.0E+0OI 


00+300 


0.0E+00| 


0.OE+0OI 


O.OE+OOl 


O.OE+OOl 


00+30'0 i 


00+300 | 


O.OE+00] 


O.OE+OOl 


00+300 i 


O.OE+OOl 


00+300 


O.OE+00| 


00+300 


0 

? 

LU 
O 

6 


O.OE+OOj 


O.OE+OOl 


00+300 


O.OE+OOl 


O.OE+OOi 


00+30 0 


O.OE+OOl 


O.OE+OOl 


O.OE+00| 


O.OE+OOj 


00+30-0 | 


Expression 
Signal 


0.55| 


0.55| 


2.62| 


S 


0.52| 


0.52| 


1-021 


to 


CO 


0 


1.82| 


1.16| 


1.16| 


0.68| 


0.81| 


1.53 


0.55| 


11.32 


S 

CO 


CO 
CO 
CO 


3.27| 


1.37 


1.38| 


1.38| 


0.61 


3.23I 


Q,45| 


2.33 1 


2.98J 


2.98| 


ORF SEQ 
ID NO: 


351 68| 


35167| 


35168| 


35169| 


351 72| 


351 73 | 


352381 


35244] 


35245| 


35246| 


35260 1 


35305 1 


35306] 


35308] 


35325| 






35328 


CO 

s 

co 


35365 1 




35374 


35379| 


35380] 




35398 1 


35410| 


3541 4 1 


354181 


35419| 


J s z 

CO 


21745| 


21745| 


21746| 


21746] 


21750| 


21750| 


21818| 


21823| 


21823| 


21 823 | 


21838| 


21 879 | 


21879| 


21882| 


21897| 


21901 


21 903 1 


21904 


21 935 1 


21941 | 


21943| 


21950 


21955| 


21955] 


21960| 


21979| 


21988 


21994; 


21999 


21999 


Probe 
SEQID 
NO: 


| 8778| 


| 8778 | 


6 

CO 


| 8779 | 


| 8783 | 


| 8783 1 


| 8851 1 


| 8856| 


8856| 


8856] 


8871] 


891 3 1 


8913] 


8916] 


| 8931) 


8935 


| 8937| 




§ 

CO 


[ 89751 


| 8977| 


8984 


6968 | 


s 

at 

CO 


8994 


to 
S 
0 
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| 9033 


] 9033 1 
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WO 01/57276 



PCT/USO 1/00668 
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' Top Hit Descriptor 


J51 Homo sapiens cDNA clone IMAGE:2945475 3' similar to contains 


_S1 Homo sapiens cDNA clone IMAGE:2945476 3' similar to contains 


_S1 Homo sapiens cDNA clone IMAGE:294S475 3' similar to contains 


H.sapfens mRNA for H1 histamine receptor j 


HSC3IC031 nonnalized infant brain cDNA Homo sapiens cDNA clone c-3!c03 | 


Homo sapiens Immunoglobulin kappa-chain A1 4 V-reglon precursor (IGKV) gene, partial cds | 


Homo sapiens immunoglobulin kappa-chain A14 V-region precursor (IGKV) gene, partial cds | 


xw66f01 jtl NCI CGAP_Pan1 Homo sapiens cDNA clone IMAGE2832985 3" similar togb;X17l 1 5 IG MU 
CHAIN C REGION (HUMAN); 


CT 

s 

CN 

llj 

o 
< 

i 

< 

z 

9 

o 

s 

8- 

w 
o 

i 

X 

S 

3 
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o 
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UI-H-BI3-a!h-a-01-0-Ul.s1 NCt_GGAP_Sub5 Homo sapiens cDNA clone IMAGE:2736649 3' | 


Homo sapiens ribosomal protein L31 (RPL31) mRNA " * | 
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CO 


Homo sapiens mRNA for KIAA0545 protein, partial cds | 


Homo sapiens of cardiac atpha-myosln heavy chain gene | 


601 193824F1 NIH_MGC_7 Homo sapiens cDNA clone IMAGE:353801 2 5' | 


601 582046F1 NIHJ/IGCJ Homo sapiens cDNA clone IMAG&3936539 5' | 


602141405F1 NIH_MGC_46 Homo sapiens cDNA clone IMAGE:4302432 5* | 


AU 118386 HEMBA1 Homo sapiens cDNA clone HEMBA1003486 5' | 


xn72b01 NCl_CGAP_CML1 Homo sapiens cDNA clone IMAGE-.2699977 3' similar to gb:X021 52_cds1 L- 
LACTATE DEHYDROGENASE M CHAIN (HUMAN); 


qf43c03.x1 SoaresJestts_NHT Homo sapiens cDNA clone IMAGE:1 752772 3' [ 


CO 

K 

r- 
<N 

IS 

i 
i 

V 

S 

o 

2 

S 
1 

o 
o 

X 

h- 

X 

z 

» 

'ts 

w 

i 

s 

O" 


Q V4-ST0234-1 21 1 99-032-b06 ST0234 Homo sapiens cDNA | 


AU 116908 HEMBA1 Homo sapiens cDNA clone HEMBA1000255 5' | 


Homo sapiens insulin receptor (INSR), mRNA | 


QVO-UM0093-170400-191-d06 UM0093 Homo sapiens cDNA | 


QVO-UMOO93-17O4OO-191-dO0 UM0093 Homo sapiens cDNA | 


602037014F1 NCLCGAP_Bm64 Homo sapiens cDNA clone IMAGE:4184979 5' | 


601 1 48357F1 N IH_MGC_1 9 Homo sapiens cDNA clone iMAGE:316331 0 5' | 


Homo sapiens mRNA for KIAA1 1 1 7 protein, partial cds | 


hg13d02.x1 Soares_N FL_T_GBC 
i element MSR1 repetitive element ; 


hg13d02jd Soares_NFL_T_GBC 
element MSR1 repetitive element ; 
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Top Hit 
Database 
Source 
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i 

D 
I 

& 

LU 


z 

s 

1 

LU 


ESTJHUMAN 


NT I 


ESTJHUMAN | 


NT | 


NT | 


|EST_HUMAN 


EST_HUMAN | 


EST_HUMAN | 
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k 

LU 
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EST_HUMAN | 


ESTJHUMAN | 


ESTJHUMAN | 


ESTJHUMAN | 


z 
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LU 
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ESTJHUMAN | 
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Z> 

X 
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EST_HUMAN I 
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ESTJHUMAN | 
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1 

LU 


NT | 


1 Top HitAcesslon 
No. 

1 


i AW 593333.1 


jAW593333.1 


IAW593333.1 


Z34897.1 | 


F1 3069.1 | 


M27751.1 | 


M27751.1 | 


AW338094.1 


AW451 230.1 | 


AW451230.1 | 


4506632| 


o> 

? 

HI 
03 


AB011117.1 | 


Z20656.1 | 


1 

m 


BE792155.1 | 


BF684061.1 | 


AU 118386.1 | 


AW236269.1 


1 

s 

5 


AM 49809.1 | 


AW391 937.1 | 


AU1 16908.1 | 


11424726] 


AW804516.1 ] 


AW804516.1 | 


CO 

9 

CO 
LU 

to 


BE261 209.1 | 


AB029040.1 | 


Most Similar 
i (Top) Hit 
BLAST E 
| Value 


O.OE+00 


00+30 0 ! 


| O.OE+00 


O.OE+00| 


O.OE+00 1 


O.OE+00 1 


O.OE+00 1 


| O.OE+00 


O.OE+00| 


0.0E+00 1 


O.OE+00 1 


O.OE+00 1 


0.0E+00] 


O.OE+00 1 


0.0E+00| 


0.0E+00 1 


0.0E+00I 


O.OE+00| 


0.0E+00 


0.0E+00| 


0.0E+00 1 


O.OE+OOl 


O.OE+OOl 


O.OE+00] 


O.OE+00 1 


O.OE+00 1 


O.OE+00 


O.OE+OOi 


0.0E+00 


Expression 
Signal 


co 


3.36 


3.36 


1.88| 


s 


CN 


CN 


40.1 
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m 


3.54| 


8.04| 


2.071 


2.13| 


8 


1.68] 


L82I 


70.33| 


7.66| 


to 

CN 


4.92| 


4.92| 


2.09 1 


1.541 


oi 


145.89' 


S 

iri 


3.26 


49.67| 


1.74 


ORFSEQ 
ID NO: 


I 37626 


37627 


I 37628 


37629| 


37630 | 


37643) 


37644 | 


37654 


37655| 


37656| 




37674| 


37682| 


37686| 


37690| 


37696| 




37698| 




37702 1 


37703] 


■ 37704| 




37710] 


37716 


37717 


37718 


37721 


37726 


Exon 
SEQ ID 
NO: 


24099 


24099 


24099 


24101 | 


24102| 


241 17| 


24117| 


24125 


24126| 


24126| 


13316| 


24140| 


241 51 | 


241 54 | 


241 60 | 


24167| 


24168| 


24170| 


24171 


241 76 1 


24176] 


241 77 | 


24187] 


24191| 


24197| 


24197] 


24198] 


24200] 


24204] 


Probe 
SEQ ID 
NO: 


11139 


11139 


11139 


11141 1 


11142| 


11159| 


11159| 


11167 


| 1116S| 


| 11168| 


| 11170] 


| 11184| 


| .11196] 


8 


| 11206| 


| 11214| 


| 11215| 


| 11217] 


11218 


| 11223| 


| 11223] 


| 11224] 


| 11234 




| 11244 


i 


| 11245 


| 11247 


| 11251 
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WO 01/57276 



PCT/USO 1/00668 



Top Hit Descriptor 


Human protein kinase C substrate 80K-H (PRKCSH) gene, exon 15-17 J 


Homo sapiens of cardiac alpha-myosin heavy chain gene | 


RC1-FT0134-1 70700-01 2-f07 FT0134 Homo sapiens cDNA | 


RC1-FT0134-170700-012-f07 FT0134 Homo sapiens cDNA ( 


Ob32e07.s1 NCi.CGAP.Kld5 Hcmo sapiens cDNA clone IMAGE:1325412 3' similar to contains element 
MSR1 repetitive element ; 
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Homo sapiens stgnaling lymphocytic activation molecule (SLAM) gene, exon 2 | 
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C05089 Human heart cDNA (YNaKamura) Homo sapiens cDNA clone 3NHC4817 | 
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oa56h01 .r1 NCI_CGAPjGCB1 Homo sapiens cDNA done IMAGE:1 309009 5' | 


QV2-HT0698-020800-295-d07 HT0698 Homo sapiens cDNA | 


DKFZp761 J21 1 6_r1 761 (synonym: hamy2) Homo sapiens cDNA clone DKF2p761 J21 16 5* | 


AU1 16988 HEMBA1 Homo sapiens cDNA clone HEMBA1000424 5' | 


AU132437 NT2RP3 Homo sapiens cDNA ctone NT2RP3 004422 5' | 


Homo sapiens mRNA for neurexln II, complete cds | 


Homo sapiens mRNA for neurexln II, complete cds | 


PMO-HT0645-060500-002-E05 HT0645 Homo sapiens cDNA | 
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AV701 1 52 ADA Homo sapiens cDN A clone ADAAAD06 5' ] 
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UMHF-BNO-akg-d-02-O-Ul.r! N!H_MGC_50 Homo sapiens cDNA clone IMAGE:3077019 5' ] 
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bb78c04.y1 NIH.MGC.10 Homo sapiens cDNA clone IMAGE:3048486 5' similar to gb:Y00345_cds1 
POLYADENYLATE-BINDING PROTEIN (HUMAN); gb:X65553 M.musculus mRNAfor por/A) binding 
protein (MOUSE); 


H .sapiens gene for Ig kappa light chain variable region "01 1" ] 


AU 121 677 MAMMA1 Homo sapiens cDNA clone MAMMA1 000731 5' | 


601 440446 F1 NIH.MGC.72 Homo sapiens cDNA clone IMAGE:3925403 5' ] 


ao86g11 jc1 Schfller menlnaioma Homo sapiens cDNA clone IMAGE: 1952804 3' | 


ao86g1 1 _x1 Schiller meningioma Homo sapiens cDNA clone IMAGE:1 952804 3' | 


Top Hit 
Database 
Source 


NT I 


NT | 


ESTHUMAN | 


EST_HUMAN | 


EST_HUMAN 


ESTHUMAN | 


NT 1 


EST.HUMAN | 


EST_HUMAN | 


EST.HUMAN | 


EST.HUMAN | 


EST.HUMAN | 
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EST_HUMAN | 
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EST.HUMAN | 


EST.HUMAN | 


EST.HUMAN | 
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NT | 


EST.HUMAN | 


EST.HUMAN | 


EST.HUMAN | 


ESTJHUMAN | 


Top Hit Acession 
No. 


U 50326.1 | 


Z20656.1 | 


BE773036.1 | 


BE773036.1 | 


AA740782.1 


AW466922.1 \ 


AF252303.1 | 


BE266478.1 \ 


BE266478.1 | 


C05089.1 | 


AA746375.1 | 


AA746375.1 ] 


BF353825.1 | 


AL1 57608.1 | 


AU1169B8.1 | 


AU132437.1 | 


1 

9 


AB035266.1 | 


BE182360.1 | 


i 


AV701 152.1 ] 


AW406380.1 | 


i 


AW500307.1 | 


AW500307.1 | 


BE018293.1 


X59314.1 | 


AU121677.1 | 


BE897953.1 | 


AI459545.1 | 


AI459545.1 | 


Most Simitar 
(Top) Hit 
BLAST E 
Value 


O.OE+00| 


0.0E+O0 1 


0.OE+O0| 


O.OE+00| 


0.0E+00 


O.OE+00] 


0.0E+00 1 


00+30'0 | 


0.0E+00] 


O.OE+00 1 


O.OE+00] 


0.0E+00] 


O.OE+00| 


O.OE+00] 


O.OE+00] 


0.0E+00 1 


00+300 | 


O.OE+00 1 


O.OE+00 1 


• O.OE+00] 


O.OE+00] 


O.OE+00 1 


0.0E+00] 


O.OE+00] 


0.0E+00| 


0.0E+00 


o 
? 

UJ 
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b 


O.OE+00| 


O.OE+00 1 


O.OE+00| 


00+300 | 


Expression 
Signal 


6.12| 


1.721 


to 


to 


89.91 


38.54 1 


2.85| 


1.84] 


1.84| 
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1.91 1 
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CD 


5.79| 


6.83 1 


1.54| 


2.84 1 
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? 


75.44| 


2.81 1 


2.28 1 


2.26] 


7.11 
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CM 


4.14| 


1.58| 
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ORFSEQ 
ID NO; 


37731 | 


37732| 


37735| 


37736 1 


37759 


37762| 


37768 1 


37780 | 


37781 | 


37783 1 


37789] 


37790 | 


37798 | 


37799 1 


37807 1 


37825 | 


32047| 


32048 | 


37846 | 


37847| 




37863 | 


37865| 


37874 | 


37875 | 


37878 


to 


37900] 


37913] 


37914 1 


37915| 


Exon 
SEQ ID 
NO: 


24208] 


24209 | 


24212| 


2421 2| 


24233 


24235| 


24241] 


24254 | 


24254] 


24257 | 


24263 1 


24263 | 


24271| 


24272| 


24283 | 


242971 


188B6| 


18866 | 


24318] 


24318] 


2431 9| 


243 34 | 


24336| 


24342 | 


24342] 


S? 

CM 


24361 1 


24365 | 


24374| 


24375| 


24375| 


Probe 
SEQ ID 
NO: 


I 11256| 


| 11257| 


| 11260| 


| 11260| 


11283 


| 11285| 


I 11291 | 


| 11304| 


[ 11304| 


| 11307| 


| 11313| 


| 11313| 


| 11321] 


11322| 


| 11333] 


11347 | 


| 11367] 


[ 11367] 


| 11371 | 


| 11371] 


| 11372| 


| 11387] 


I 11390| 


| 11397| 


| 11397| 


11398 


| 11417| 


] 11421 | 


| 11430| 


| 11431| 


| 11431| 
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Top Hit Descriptor 
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HSB77E122 STRATAGENE Human skeletal muscle cDNA library, cat. #936215. Homo sapiens cDNA clone 
77E12 


HSB77E122 STRATAGENE Human skeletal muscle cDNA library, cat. #936215. Homo sapiens cDNA clone 
77E12 


Homo sapiens neurexJn III (NRXN3) mRNA | 


601870902F1 N1H_MGC_19 Homo sapiens cDNA clone IMAGE:4101433 5' | 


UJ-H-BI2-age-h-01 -CMJI.sl NCI_CGAP_Sub4 Homo sapiens cDNA clone IMAGE:2724312 3' | 


RC0-CT0380-21 01 00-032-C1 0 CT0380 Homo sapiens cDN A | 


RCO-CT0380-2101 00-032-cl 0 CT0380 Homo sapiens cDNA | 


Homo sapiens mRNA for Kl AA071 7 protein, partial cd s | 


Homo sapiens mRNA for KIAA071 7 protein, partial cds | 


ba04d07.y1 NIH_MGC_7 Homo sapiens cDNA done IMAGE:2823373 5* simitar to TR:O76022 076022 E1B 
55KDA-ASSOCIATED PROTEIN. ; ' 


ba04d07.y1 NIH_MGC_7 Homo sapiens cDNA clone IMAGE:2823373 5' similar to TR:O76022 076022 E1 B- 
55KDA-ASSOC1ATED PROTEIN. ; 


Homo sapiens myosin, heavy polypeptide 4, skeletal muscle (MYH4), mRNA | 


Homo sapiens zinc finger homeodomain protein (ATBF1 -A) mRNA, complete cds | 


RC3-HT0230-040500-1 10-h04 HT0230 Homo sapiens cDNA | 


i 

§ 
1 

i 

X 

1 

o 
o 

8 

i 

1 

a: 


Zp95b1 1 .r1 Stratagene muscle 937209 Homo sapiens cDNA clone IMAGE; 627933 5' similar to gb:X03740 
MYOSIN HEAVY CHAIN, SKELETAL MUSCLE (HUMAN); 


ba54d08.y3 NIH_MGC_10 Homo sapiens cDNA clone IMAGE:2900367 5* similar to TR:O60275 060275 
KIAA0522 PROTEIN ; 


ba54d08.y3 NIH_MGC_10 Homo sapiens cDNA clone IMAGE:2900367 5' simiiar to TR:O60275 060275 
KIAA0522 PROTEIN ; 


io 

1 

§ 

CO 

lii 
O 
< 
S 

1 

o 
< 
Z 

% 

« 
6 

1 

E 
£ 

2 

3 

w 

CL 

5 

O 

o 

z 

5 

t 

55 

$ 
z> 


CO 

8 

CO 

o 

CO 

ui 
O 
< 
I 

< 
z 

o 
u 

s 

f 

O 

£ 

X 

2 

3 

CO 
CL 
< 

8, 

O 
z 

**i 
o 

3 

°? 
1 

3 


AU135170 PLACE1 Homo sapiens cDNA done PLACE1 001 381 5" | 


6021 32459F1 NIH_MGC_81 Homo sapiens cDN A clone IMAGE:4271630 5' 1 


602132459F1 NIH_MGC_81 Homo sapiens cDNA clone IMAGE:4271630 5' | 


601486828F1 NIH_MGC_69 Homo sapiens cDNA clone IMAGE:3889207 5* I 


601486828F1 NIH_MGC_69 Homo sapfens cDNA clone IMAG&3889207 5' I 


Human mRNA for KIAA0241 gene, partial cds J 
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Top Hit Descriptor 


IL-BT030-271 098-001 BT030 Homo sapiens cDNA | 


yv40e08.s1 Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:245222 3* similar to 
SW:POL_BAEVM P10272 POL POLYPROTBN ; 


Homo sapiens adenylosuccinate lyase gene, complete cds | 


Homo sapiens T-cell lymphoma Invasion and metastasis 1 (T1AM1 ) mRNA ( 


Homo sapiens T-cell lymphoma invasion and metastasis 1 (TIAM1) rnRNA j 


Homo sapiens nuclear factor of activated T-ceils, cytoplasmic, calcineurin-dependent 2 (NFATC2), mRNA 


Homo sapiens X-finked anhidrottic ectodermal dysplasia protefn gene (EDA), exon 2 and flanWng repeat 
regions 


hg31e06jc1 NCI_CGAP_GC8 Homo sapiens cDNA clone IMAGE:2947234 3' similar to contains Alu 
repetitive elementjcontains element MER22 repetitive element ; 


Human gamma-glutamyl transpeptidase mRNA, complete cds | 


Homo sapiens somatostatin receptor subtype 3 (SSTR3) gene, 5' flanking region and partial cds | 


Human endogenous retrovirus, complete genome | 
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Homo sapiens calcineurin binding protein 1 (KIAA0330), mRNA | 


Homo sapiens calcineurin binding protdn 1 (KIAA0330), mRNA ] 


Homo sapiens caveolin-3 (CAV3) mRNA, complete cds | 


yo59e08.r1 Soares breast 3NbHBst Homo sapiens cDNA clone IMAGE:1 82246 5* similar to gb:M64099 
GAMMA-GLUTAMYLTRANSPEPTIDASE 5 PRECURSOR (HUMAN); 


yo59e08.r1 Soares breast 3NbHBst Homo sapiens cDNA clone IMAGE;1 82246 5' similar to gb:M64099 
GAMMA-GLUTAMYLTRANSPEPTIDASE 6 PRECURSOR (HUMAN); 


Human gamma-cytoplasmic actin (ACTGPO) pseudogene j 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1 ), mRNA | 


Homo sapiens thyroid autoantigen 70kD (Ku antigen) (G22P1 ), mRNA | 


Homo sapiens GTP binding protefn 1 (GTPBP1 ) mRNA | 
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TCBAP1 E4466 Pediatric pre-B cell acute lymphoblastic leukemia Baylor-HGSC proJect=TC8A Homo sapiens 
cDNA clone TCBAP4466 


Homo sapiens hypothetical protein FLJ20454 (FU20454), mRNA ' | 


Homo sapiens G protein-coupled receptor 24 (GPR24), mRNA | 


Homo sapiens low density lipoprotein-related protein 2 (LRP2), mRNA | 


Homo sapiens CST gene for cerebroside sulfotransferase, exon 1 , 2, 3, 4, 5 | 
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